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Summary	  

Activin/Nodal	   growth	   factors	   control	   a	   broad	   range	   of	   biological	   processes	   including	  

early	  cell	  fate	  decisions,	  organogenesis	  and	  adult	  tissue	  homeostasis.	  Here,	  we	  provide	  

an	  overview	  of	  the	  mechanisms	  by	  which	  the	  Activin/Nodal	  signaling	  pathway	  governs	  

stem	  cell	  function	  in	  these	  different	  stages	  of	  development	  and	  describe	  recent	  findings	  

which	  associate	  Activin/Nodal	  signaling	  to	  pathological	  conditions,	   focusing	  on	  cancer	  

stem	   cells	   in	   tumorigenesis	   and	   its	   potential	   as	   a	   target	   for	   therapies.	   Lastly,	  we	  will	  

discuss	  future	  directions	  and	  questions	  that	  currently	  remain	  unanswered	  on	  the	  role	  of	  

Activin/Nodal	  signaling	  in	  stem	  cell	  self-‐renewal,	  differentiation	  and	  proliferation.	  
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Introduction	  

Activin	   and	   Nodal	   are	   members	   of	   the	   Transforming	   Growth	   Factor	   β	   (TGFβ)	  

superfamily	   of	   morphogens,	   which	   comprises	   at	   least	   42	   members	   in	   humans	   and	  

includes	   inhibins,	   TGFβs,	   bone	   morphogenetic	   proteins	   (BMPs),	   growth	   and	  

differentiation	   factor	   (GDF),	   myostatin,	   Müllerian-‐inhibiting	   substance	   and	   others	  

(Oshimori	  and	  Fuchs,	  2012a).	   	  The	  TGFβ	  superfamily	  is	  found	  in	  metazoans	  and	  arose	  

alongside	  multicellularity,	  with	   the	  Nodal,	  Activin	  and	  BMP	   families	  considered	  as	   the	  

most	  evolutionary	  ancient	  family	  members	  (Pang	  et	  al.,	  2011).	  Nodal	  was	  identified	  in	  

mouse	   through	  a	  retroviral	   insertion	  mutagenesis	  screen	  (Robertson	  et	  al.,	  1986)	  and	  

indicated	   a	   distinct	   expression	   in	   the	   node	   region	   while	   causing	   a	   striking	   defect	   in	  

gastrulation	   upon	   its	   disruption	   (Conlon	   et	   al.,	   1991;	   Conlon	   et	   al.,	   1994;	   Zhou	   et	   al.,	  

1993).	   The	   Nodal	   subfamily	   is	   present	   in	   most	   metazoans	   except	   Drosophila	   and	   C.	  

elegans	   (Rebagliati	   et	   al.,	   1998).	   Activin	   was	   discovered	   in	   the	   1980s	   as	   a	   gonadal	  

protein	   that	   induced	   Follicle	   Stimulating	   Hormone	   (FSH)	   release	   but	   since	   then	   has	  

been	   found	   to	   be	   expressed	   in	   many	   different	   cell	   types	   at	   nearly	   all	   stages	   of	  

development	  (Vale	  et	  al.,	  1986).	  Nodal	  and	  Activin	  ligands	  can	  both	  signal	  through	  the	  

same	   receptors	   and	   effectors	   in	   order	   to	   regulate	   transcription.	   In	   many	   cases	   the	  

effects	   of	  Nodal	   and	  Activin-‐mediated	   signalling	   are	   indistinguishable;	   hence	   they	   are	  

referred	   to	   as	   the	   Activin/Nodal	   pathway.	   Similarly,	   as	   discussed	   further	   below,	  

Nodal/Activin	  and	  TGFβ	  pathway	   share	   the	  downstream	  effectors	  Smad2	  and	  Smad3.	  

Thus,	  these	  pathways	  are	  often	  considered	  to	  have	  similar	  functions	  even	  though	  their	  

tissue	  expression	  pattern	  is	  often	  different.	  	  

Nodal	  was	  one	  of	  the	  first	  genes	  knocked	  out	  in	  mice	  (Collignon	  et	  al.,	  1996;	  Zhou	  

et	  al.,	  1993)	  and	  its	  function	  in	  early	  development	  has	  been	  broadly	  studied	  in	  different	  

model	  organisms.	  Of	  particular	  relevance,	  genetic	  studies	  in	  the	  mouse	  have	  established	  
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that	  Nodal	  signalling	  is	  necessary	  at	  the	  early	  epiblast	  stage	  during	  implantation	  where	  

the	  pathway	  functions	  to	  maintain	  the	  expression	  of	  key	  pluripotency	  factors	  as	  well	  as	  

regulate	   the	   differentiation	   of	   extra-‐embryonic	   tissue.	   Activins,	   dimers	   of	   different	  

subtypes	  of	   Inhibin	  β,	  are	  also	  expressed	  in	  pre-‐implantation	  blastocyst	  but	  not	   in	  the	  

primitive	  streak	  (Albano	  et	  al.,	  1993;	  Feijen	  et	  al.,	  1994).	  However,	  genetic	  studies	  have	  

shown	  that	  Inhibins	  β	  are	  not	  necessary	  for	  early	  development	  in	  the	  mouse	  (Lau	  et	  al.,	  

2000;	  Matzuk,	  1995;	  Matzuk	  et	  al.,	  1995a;	  Matzuk	  et	  al.,	  1995b).	  Combined	  gradients	  of	  

Nodal	  and	  BMP	  signalling	  within	  the	  primitive	  streak	  control	  endoderm	  and	  mesoderm	  

germ	   layer	   specification	   and	   also	   their	   subsequent	   patterning	   whilst	   blocking	  

neuroectoderm	   formation	   (Camus	   et	   al.,	   2006;	   Mesnard	   et	   al.,	   2006).	   Following	  

implantation,	   a	   gradient	  of	  Nodal	   signalling	  defines	   the	  proximal–distal	   axis,	  which	   in	  

turn	   establishes	   the	   anterior–posterior	   axis	   of	   the	   developing	   embryo	   (Arnold	   and	  

Robertson,	   2009).	   At	   later	   stages	   of	   embryogenesis,	   Nodal	   governs	   left–right	   axis	  

asymmetry	   and	   further	   patterning	   of	   the	   neural	   and	   gut	   tubes	   (Brennan	   et	   al.,	   2002;	  

Saijoh	  et	  al.,	  2003;	  Schier	  et	  al.,	  1997).	  In	  parallel,	  a	  vast	  number	  of	  studies	  have	  shown	  

that	   Activin/Nodal	   morphogens	   regulate	   a	   range	   of	   cellular	   processes	   including	   cell	  

cycle	   progression,	   progenitors	   proliferation/differentiation	   during	   organogenesis	  

(Brennan	  et	  al.,	  2001;	  Feldman	  et	  al.,	  1998;	  Gritsman	  et	  al.,	  2000),	  as	  well	  as	  adult	  tissue	  

homeostasis	   in	   some	   tissues	   (Strizzi	   et	   al.,	   2012).	   Of	   note,	   deregulation	   of	   TGFβ	   and	  

Activin/Nodal	   signalling	   pathways	   also	   plays	   a	   prominent	   role	   in	   tumorigenesis	   and	  

metastasis	   (Massague,	  2008),	  which	  may	  be	  related	   to	   the	   function	  of	   these	  signalling	  

pathways	  in	  embryonic	  development.	  	  

Consistent	  with	  its	  role	  in	  the	  epiblast	  stage,	  Nodal/Activin	  signalling	  has	  recently	  

been	  shown	  to	  maintain	  pluripotency	  in	  human	  pluripotent	  stem	  cells	  (hPSCs)	  (Vallier	  

et	  al.,	  2004)	  and	  also	  in	  mouse	  epiblast	  stem	  cells	  (mEpiSCs)	  (Brons	  et	  al.,	  2007).	  This	  
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function	   is	  achieved	   through	  complex	   interactions	  with	  pluripotency	   factors	   including	  

Nanog	  (Vallier	  et	  al.,	  2009a)	  and	  also	  by	  cross-‐talk	  with	  cell	  cycle	  related	  mechanisms	  

(Pauklin	  and	  Vallier,	  2013).	  	  

The	  near	  ubiquitous	  activity	  of	  Activin,	  Nodal	  and	  TGFβ	  during	  development	  and	  

their	  function	  in	  tissues	  containing	  well	  established	  adult	  stem	  cells	  tentatively	  suggest	  

that	   the	   function	  of	  Activin/Nodal	  signaling	   in	  self-‐renewal	  could	  be	  conserved	  across	  

embryonic	  and	  tissue-‐specific	  adult	  stem	  cells.	  

In	  this	  review	  we	  discuss	  the	  role	  of	  Activin/Nodal	  signaling	  pathways	  in	  mediating	  

pluripotency	   and	   early	   cell	   fate	   decisions,	   embryonic	   development,	   adult	   tissue	  

homeostasis	   and	   tumorigenesis,	   with	   the	   aim	   to	   identify	   common	   stem	   cell	   related	  

mechanisms.	  We	  also	  briefly	  discuss	  the	  function	  TGFβ	  signalling	  in	  these	  processes	  and	  

the	  similarities	  with	  its	  sibling	  pathway	  Activin/Nodal.	  

	  

Activin/Nodal	  signaling	  pathway	  

Ligands	  and	  Receptors	  

Nodal	   is	   synthesized	   as	   precursor,	   with	   a	   large	   pro-‐domain	   and	   a	   mature	   carboxy-‐

terminal	  domain,	  which	  is	  cleaved	  by	  pro-‐protein	  convertases	  Spc1	  and	  Spc4	  (Constam	  

and	   Robertson,	   2000)	   to	   generate	   an	   active	   protein.	   Nodal	   forms	   homomeric	   dimers	  

which	  are	  held	   together	  by	  disulphide	  bonds.	  There	   is	  only	  one	  Nodal	  gene	   in	  mouse,	  

human	  and	  birds	  (Zhou	  et	  al.,	  1993),	  three	  in	  zebrafish	  (Erter	  et	  al.,	  1998;	  Feldman	  et	  al.,	  

1998;	   Rebagliati	   et	   al.,	   1998;	   Sampath	   et	   al.,	   1998)	   and	   five	   in	   Xenopus	   (Jones	   et	   al.,	  

1995;	   Joseph	   and	  Melton,	   1997).	   In	   contrast,	   Activins	   are	   formed	   by	   homodimers	   or	  

heterodimers	   of	   inhibin	   subunits	   (βa,	   βb,	   βc,	   βe)	   which	   are	   also	   held	   together	   by	   a	  

disulphide	  bond.	  	  The	  combination	  of	  different	  inhibin	  subunits	  results	  in	  a	  diversity	  of	  

Activins	   with	   Activin	   A	   (inhibin	   βa	   dimer),	   B	   (inhibin	   βb	   dimer)	   and	   AB	   (dimer	   of	  
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inhibin	   βa	   and	   βb),	   being	   the	   most	   studied	   and	   the	   most	   evolutionary	   conserved.	  

Genetic	  studies	  have	  shown	  that	  Inhibin	  βa	  and	  βb	  subunits	  have	  different	  functions	  in	  

late	  development	  and	  adult	   tissues	  (Matzuk,	  1995;	  Matzuk	  et	  al.,	  1995a;	  Matzuk	  et	  al.,	  

1995b)	  while	  Inhibin	  βc	  and	  βe	  do	  not	  appear	  necessary	  for	  normal	  development	  and	  

homeostasis	  (Lau	  et	  al.,	  2000).	  

Activins	   and	  Nodal	   exert	   their	   biological	   effects	   by	   interacting	  with	   two	   types	   of	  

transmembrane	   receptors	   (types	   I	   and	   II),	   which	   have	   intrinsic	   serine/threonine	  

kinase	   activities	   in	   their	   cytoplasmic	   domains	   (Figure	   1	   and	   Table	   1)	   (Wrana	   et	   al.,	  

1994).	   Activin/Nodal	   bind	   to	   type	   II	   Activin	   receptors	   (ActRII/IIB),	   leading	   to	   the	  

recruitment,	   phosphorylation,	   and	   activation	   of	   type	   I	   Activin	   receptors	   (Activin	  

receptor-‐like	  kinases	  –	  ALKs,	  including	  ALK1–7)	  and	  in	  particular	  ALK4,	  also	  known	  as	  

ActRIB	   (Tsuchida	  et	  al.,	  2004).	   	  The	  serine/threonine	  kinase	   receptors	  ActRII/IIB	  and	  

Alk4/7	   then	   trigger	   the	   phosphorylation	   of	   the	   Smad	   transcription	   factors,	   discussed	  

further	  below	   (Wrana	   et	   al.,	   1994).	  Of	  note,	  TGFβ	  members	  bind	   to	   a	  different	   set	  of	  

receptors	  TGFBRI	  and	  TGFBRII	  (or	  Alk5)	  (Figure	  1).	  	  

Activin/Nodal	   often	   act	   as	   morphogens	   (Box1)	   and	   their	   activity	   is	   regulated	   by	  

multiple	   mechanisms	   including	   extracellular	   antagonists	   (Lefty1/2,	   Cerberus,	  

Follistatin)	   and	   agonists	   (Cripto),	   processing	   enzymes	   (Spc1,	   Spc4),	   intracellular	  

molecules	  (Smad6/7,	  TMEPA1)	  and	  co-‐regulators	  (FoxH1),	  as	  well	  as	  proteins	  involved	  

in	   receptor	   trafficking	   and	   miRNAs	   (Schier,	   2009)	   (Figure	   1	   and	   Table	   1).	   These	  

mechanisms	   coordinate	   the	   activity	   and	   tissue	   specificity	   of	   this	   important	   signaling	  

pathway	  in	  different	  cellular	  and	  developmental	  contexts.	  

	  

Smads	  and	  Smad-‐binding	  transcriptional	  regulators	  

The	  Activin/Nodal	  pathway	  exerts	  its	  effects	  by	  orchestrating	  transcriptional	  networks	  
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controlling	   gene	   expression	   and	   downstream	   cellular	   processes.	   This	   is	  mediated	   by	  

three	  classes	  of	  Smad	  proteins;	  the	  receptor-‐regulated	  R-‐Smads,	  the	  common-‐mediator	  

Co-‐Smads	  and	  the	  inhibitory	  I-‐Smads.	  Smad1/5/8	  signalling	  is	  activated	  by	  other	  TGFβ	  

superfamily	  members	  such	  as	  BMP	  while	  Activin/Nodal	  and	  TGFβ	  signalling	  pathways	  

are	  specifically	  mediated	  through	  Smad2	  and	  Smad3	  (R-‐Smads),	  Smad4	  (Co-‐Smad)	  and	  

Smad7	  (I-‐Smad)	  (Figure	  1,	  Table	  2)	  (Shi	  and	  Massague,	  2003).	  Smad2	  and	  Smad3	  form	  

a	   complex	   (Smad2/3)	   in	   the	   cytoplasm,	   which	   interact	   with	   Smad4	   after	  

phosphorylation	   and	   then	  moves	   into	   the	   nucleus.	   R-‐Smads	   and	   Co-‐Smads	   contain	   a	  

highly	   conserved	   amino-‐terminal	   Mad	   homology	   MH1	   domain,	   a	   weakly	   conserved	  

linker	   region,	   and	   the	   carboxyl-‐terminal	   MH2	   domain	   (Figure	   2)(Massague	   et	   al.,	  

2005).	  The	  MH1	  domain	  mediates	  the	  binding	  of	  Smads	  to	  DNA	  and	  their	  interaction	  

with	   other	   transcription	   factors.	   The	   MH2	   domain	   is	   involved	   in	   transcriptional	  

activation,	  interaction	  between	  Smad	  proteins	  or	  its	  transmembrane	  receptors,	  as	  well	  

as	   its	   binding	   to	   various	   transcription	   factors	   (Wrana,	  2000).	  Phosphorylation	  of	   the	  

linker	  region	  of	  Smads	  affects	  their	  stability	  and	  their	  movement	  to	  the	  nucleus	  -‐	  thus	  

regulating	   the	   abundance	   of	   Smad	   proteins	   on	   the	   chromatin	   (Kretzschmar	   et	   al.,	  

1999).	   The	   linker	   domain	   also	   mediates	   Smads	   proteasome-‐mediated	   degradation	  

through	   	   interaction	  with	  Smurf	  proteins	   (Zhang	  et	  al.,	  2001).	   In	  addition,	  Smad2/3	  is	  

activated	   by	   receptor-‐mediated	   phosphorylation	   and	   inhibited	   by	   phosphatases	   such	  

as	  PPM1A	  (Lin	  et	  al.,	  2006).	  Dephosphorylated	  Smad2/3	  is	  then	  recognized	  by	  RanBP3	  

and	  exported	  out	  of	  the	  nucleus	  (Dai	  et	  al.,	  2009).	  	  

Smad4	   and	   the	   R-Smads,	   with	   the	   exception	   of	   Smad2,	   bind	   directly	   to	   DNA	  

although	  with	  low	  affinity	  and	  low	  specificity	  (Ross	  and	  Hill,	  2008).	  Smad3	  and	  Smad4	  

recognize	   a	   Smad-‐binding	   element	   (SBE),	   which	   consists	   of	   AGAC	   or	   its	   reverse	  

complement.	   In	   order	   to	   achieve	  higher	   affinity	   and	   selectivity	   for	  DNA	  binding	   sites,	  
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Smad	  proteins	  can	  also	  associate	  with	  various	  tissue-‐specific	  transcription	  factors	  (see	  

Table	   2)	   which	   mediate	   a	   range	   of	   processes	   including	   pluripotency	   (Mullen	   et	   al.,	  

2011)	  (Suzuki	  et	  al.,	  2006;	  Vallier	  et	  al.,	  2009a),	  mesendoderm	  specification	  (Teo	  et	  al.,	  

2011),	  muscle	  cell	  (Mullen	  et	  al.,	  2011)	  and	  hematopoietic	  differentiation	  (Trompouki	  et	  

al.,	  2011).	  The	  Smad2/3	  transcription	  factor	  complex	  can	  additionally	  recruit	  positive	  or	  

negative	   regulators	   of	   transcription	   such	   as	   histone	   acetyltransferase	   CBP/p300	   or	  

histone	   deacetylases	   HDAC1-‐6,	   respectively.	   Smad2/3	   can	   also	   cooperate	   with	   co-‐

regulators	   SWI/SNF,	   MEDIATOR/ARC105	   and	   NuRD	   in	   inducing	   or	   repressing	   the	  

expression	  of	  various	  target	  loci	  (Ross	  and	  Hill,	  2008).	  The	  resulting	  complexes	  (Smad-‐

transcription	   factors-‐Cofactors)	   ensure	   a	   cell	   type-‐specific	   transcriptional	   response,	  

either	   by	   activating	   or	   repressing	   transcription,	   which	   thereby	   enables	   Smad2/3	   to	  

control	  a	  range	  of	  mechanisms	  with	  sometimes	  opposing	  functions	  (Mullen	  et	  al.,	  2011).	  

	  

Activin/Nodal	  signaling	  in	  embryonic	  stem	  cells	  

Activin/Nodal	  signaling	  in	  pluripotency	  

The	   function	   of	   Activin/Nodal	   signalling	   in	   germ	   layer	   specification	   has	   been	   broadly	  

studied	  in	  model	  organisms:	  first	  in	  the	  mouse	  embryo	  (Conlon	  et	  al.,	  1991;	  Zhou	  et	  al.,	  

1993)	  and	  later	  in	  Xenopus	  (Jones	  et	  al.,	  1995),	  and	  Zebrafish	  (Feldman	  et	  al.,	  1998).	  It	  

was	   initially	   found	   that	   Activin/Nodal	   signalling	   was	   necessary	   for	   endoderm	  

specification	  (Jones	  et	  al.,	  1995;	  Zhou	  et	  al.,	  1993)	  and	  this	  view	  remained	  unchallenged	  

until	   in	   vitro	   studies	   in	   human	   embryonic	   stem	   cells	   (hESCs)	   suggested	   that	  

Activin/Nodal	  signalling	  was	  necessary	  and	  sufficient	  to	  maintain	  the	  pluripotent	  status	  

of	   the	  post-‐implantation	  epiblast	  (Vallier	  et	  al.,	  2004).	  This	   initial	  report	  was	  followed	  

by	  in	  vivo	   	  studies	  in	  mouse	  showing	  that	  the	  absence	  of	  Nodal	  signalling	  results	  in	  the	  

loss	  of	  pluripotency	  markers	  and	  the	  gain	  of	  ectopic	  neuroectoderm	  marker	  expression	  
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in	  the	  epiblast	  immediately	  following	  implantation	  (Camus	  et	  al.,	  2006;	  Mesnard	  et	  al.,	  

2006)	   (Figure	   4).	   Therefore,	   Activin/Nodal	   signalling	   appears	   to	   operate	   via	   similar	  

mechanisms	   during	   both	   in	   the	   mouse	   epiblast	   and	   in	   hESCs	   grown	   in	   vitro.	   This	  

hypothesis	  was	  confirmed	  by	  the	  derivation	  of	  epiblast	  stem	  cells	  (EpiSCs)	   from	  post-‐

implantation	  mouse	   embryo	   using	   defined	   culture	  media	   containing	   Activin	   and	   FGF	  

(Brons	   et	   al.,	   2007).	   Similarly	   to	   hESCs,	   EpiSCs	   rely	   on	   Activin/Nodal	   signalling	   to	  

undergo	   self-‐renewal,	   while	   chemical	   inhibition	   of	   the	   Alk4/7	   receptors	   drive	   their	  

differentiation	   toward	   the	   neuroectoderm	   pathway.	   Furthermore,	   the	   same	   culture	  

conditions	   can	   be	   used	   to	   induce	   differentiation	   of	   mouse	   EpiSCs,	   hESCs	   and	   human	  

induced	   pluripotent	   stem	   cells	   (hiPSCs)	   into	   derivatives	   of	   the	   three	   germ	   layers,	  

confirming	   that	   these	   pluripotent	   cells	   rely	   on	   the	   same	   set	   of	   signalling	   pathways,	  

including	  Activin/Nodal,	  to	  control	  their	  cell	  fate	  decisions	  (Vallier	  et	  al.,	  2009b;	  Vallier	  

et	   al.,	   2009c).	   Taken	   together,	   these	   reports	   lead	   to	   the	   conclusion	   that	   hPSCs	   and	  

EpiSCs	   share	   a	   similar	   pluripotency	   state	   characterised	   by	   their	   dependency	   on	  

Activin/Nodal	  signalling.	  	  

	   Nevertheless,	   hESCs	   and	   EpiSCs	   are	   not	   strictly	   identical:	   contrary	   to	   EpiSCs,	  	  

hESCs	  express	  pre-‐implantation	  markers	  such	  as	  Rex1	  (Chan	  et	  al.,	  2009)	  and	  not	  post-‐

implantation	   markers	   such	   as	   FGF5	   (Vallier	   et	   al.,	   2004),	   and	   also	   can	   exhibit	   X	  

activation,	   indicative	   of	   pre-‐implantation	   stages	   (Lengner	   et	   al.,	   2010;	   Tomoda	   et	   al.,	  

2012).	   These	   observations	   could	   underline	   species	   divergence.	   Indeed,	   human	   and	  

mouse	   seem	   to	   use	   different	   signalling	   pathways	   during	   their	   early	   development	  

(Nichols	  et	  al.,	  2001).	  Therefore,	  Activin/Nodal	  signalling	  could	  have	  an	  early	   function	  

in	  human	  pre-‐implantation	  embryos,	  which	  could	  be	  masked	  by	  redundant	  mechanisms	  

in	   the	  mouse	  embryo	  between	  TGFβs	  and	  Activin/Nodal	   signalling	   (Sato	  et	   al.,	   2003).	  

Basic	   studies	   on	   human	   embryo	   using	   recent	   advances	   in	   single	   cell	   gene	   expression	  
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profiling	   could	   be	   advantageous	   to	   confirm	   this	   hypothesis.	   These	   results	   would	   be	  

essential	  to	  develop	  new	  culture	  systems	  for	  the	  derivation	  of	  “Inner	  Cell	  Mass”	  (ICM)-‐

like	  ESCs	  and	  help	  to	  dissipate	  the	  controversy	  concerning	  the	  existence	  of	  ground	  state	  

hESCs	  (Gafni	  et	  al.,	  2013).	  	  

FGF	  is	  also	  necessary	  to	  maintain	  the	  expression	  of	  pluripotency	  markers	  in	  hESCs	  

(Levenstein	   et	   al.,	   2006).	   Nevertheless,	   chemical	   inhibition	   of	   FGF	   receptors	   can	   be	  

rescued	   by	   increasing	   the	   quantity	   of	   exogenous	   Activin	   whereas	   absence	   of	   Activin	  

signalling	  cannot	  be	  reversed	  by	  high	  dose	  of	  FGF	  (Vallier	  et	  al.,	  2005).	  Therefore,	  FGF	  

signalling	  appears	  to	  synergise	  with	  Activin	  to	  regulate	  pluripotency	  rather	  than	  to	  act	  

independently	   (Figure	   4).	   This	   mechanism	   could	   involve	   Sox2	   since	   this	   gene	   is	  

regulated	  in	  hPSCs	  by	  ERK2,	  an	  effector	  of	  the	  FGF	  signalling	  (Yu	  et	  al.,	  2011).	  Thus,	  FGF	  

may	   support	   the	   function	   of	   Activin/Nodal	   signalling	   in	   hESCs	   by	   activating	   a	  

complementary	  transcriptional	  network	  (Goke	  et	  al.,	  2013).	  	  

	   Although	   Nodal/Activin	   signalling	   is	   crucial	   to	   maintain	   pluripotency	   in	   the	  

murine	  epiblast	  and	  derived	  cells,	  the	  function	  of	  this	  signalling	  pathway	  in	  mouse	  ESCs	  

remains	   unclear.	   Indeed,	   overexpression	   of	   Smad6/7	   in	   mESCs	   grown	   in	   foetal	   calf	  

serum	   only	   decreases	   their	   proliferation	   suggesting	   that	   TGFβ/Activin/Nodal	   are	   not	  

required	  for	  their	  pluripotency	  (Ogawa	  et	  al.,	  2007).	  Furthermore,	  genetic	  studies	  in	  the	  

mouse	  have	  not	  revealed	  any	   function	   for	  Activin/Nodal	  signalling	   in	  embryos	  at	  pre-‐

implantation	  stages.	  Despite	  these	  observations,	  some	  evidence	  suggests	  a	  possible	  role	  

for	   Activin/Nodal	   signalling	   in	  mouse	   ESCs.	   Chromatin	   immunoprecipitation	   analyses	  

combined	  with	  deep	   sequencing	   (ChIP-‐Seq)	   analyses	   showed	  binding	  of	   the	   Smad2/3	  

complex	   to	   Oct4	   locus	   in	   mESCs	   grown	   in	   the	   absence	   of	   serum,	   while	   chemical	  

inhibition	  of	  ALK4/7	   induces	  differentiation	   toward	   trophectoderm	   (Lee	  et	   al.,	   2011).	  
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Further	  investigations	  are	  therefore	  necessary	  to	  define	  more	  clearly	  the	  importance	  of	  

Activin/Nodal	  signalling	  in	  mESCs.	  	  

Interestingly,	   mESCs	   appear	   to	   rely	   on	   fundamentally	   different	   mechanisms	   of	   self-‐

renewal	   when	   compared	   to	   hESCs.	   A	   popular	   model	   for	   this	   implies	   that	   mESC	  

pluripotency	  does	  not	  require	  an	  inductive	  signalling	  pathway	  but	  rather,	  that	  it	  is	  the	  

result	   of	   a	   passive	   balance	   between	   different	   signalling	   pathways	   repressing	  

differentiation	  (i.e.	  LIF	  blocks	  mesendoderm	  while	  BMP4	  blocks	  neuroectoderm)	  or	  the	  

total	  absence	  of	  inductive	  signals	  of	  differentiation	  (2i	  +	  LIF	  system)	  (Ying	  et	  al.,	  2003;	  

Ying	   et	   al.,	   2008).	   Accordingly,	   mESCs	   self-‐renewal	   can	   be	   stabilised	   by	   chemically	  

inhibiting	   GSK3β	   and	   the	   ERK	   kinase	   pathway	   in	   the	   absence	   of	   exogenous	   growth	  

factors,	   confirming	   that	   extra-‐cellular	   stimuli	   are	   not	   required	   for	   pluripotency	   in	  

mESCs.	  	  

The	  situation	  is	  fundamentally	  different	  in	  hESCs	  where	  Activin	  plays	  a	  direct	  and	  

inductive	   role	   not	   only	   in	   blocking	   neuroectoderm	   differentiation	   but	   also	   in	  

maintaining	  the	  expression	  of	  key	  pluripotency	  factors	  such	  as	  Oct4,	  and	  Nanog	  (Vallier	  

et	   al.,	   2009a).	   Smad2/3	   also	   directly	   interact	  with	   Oct4	   and	  Nanog	   across	   a	   range	   of	  

promoters	   and	   may	   be	   necessary	   for	   the	   activity	   of	   these	   factors.	   Consequently,	   the	  

Smad2/3	   complex	   is	   fully	   integrated	   into	   the	   transcriptional	   network	   characterising	  

hESCs	  and	  loss	  of	  Smad2/3	  transcriptional	  activity	  consistently	  results	  in	  differentiation	  

(Vallier	   et	   al.,	   2009a).	   The	   use	   of	   chemical	   inhibitors	   remains	   largely	   inadequate	   to	  

maintain	   pluripotency	   in	   hESCs	   underscoring	   once	   again	   that	   pluripotency	   state	   of	  

hESCs	   and	  mESCs	   are	   conceptually	   different.	   Interestingly,	   	   the	   attempts	   to	   generate	  

ground	   state-‐like	  hESCs	  directly	   from	  embryos	  either	   include	   an	   exogenous	   source	  of	  

TGFβ	   and/or	   chemical	   inhibition	   of	   Alk-‐4/7	   induces	   differentiation	   of	   the	   resulting	  

pluripotent	  stem	  cells	  (Gafni	  et	  al.,	  2013;	  Theunissen	  et	  al.,	  2014).	  This	  suggests	  that	  the	  
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role	   of	   TGFβ	   in	   the	   pre-‐implantation	   human	   embryo	   has	   been	   underestimated	   and	  

deserves	  further	  investigation.	  

	  Importantly,	   the	   Smad2/3	   complex	   can	   be	   found	   on	   a	   range	   of	   mesendoderm	  

genes,	  even	  in	  undifferentiated	  hESCs	  or	  in	  EpiSCs,	  and	  this	  binding	  could	  explain	  why	  

transcripts	   of	   differentiation	   markers	   can	   be	   detected	   either	   by	   Q-‐PCR	   or	   gene	  

expression	   array	   in	   these	   cell	   types	   (Brown	   et	   al.,	   2011).	   Indeed,	   the	   presence	   of	   the	  

Smad2/3	   complex	   on	   these	   promoters	   could	   result	   in	   transcriptional	   leakiness,	  

producing	   significant	   amounts	   of	   these	   transcripts	   that	   are	   usually	   associated	   with	  

differentiated	   cells.	   This	   phenomenon	   has	   little	   or	   no	   phenotypic	   effects	   since	   the	  

proteins	  of	  the	  corresponding	  genes	  cannot	  be	  detected.	  Interestingly,	  a	  broad	  number	  

of	  these	  genes	  display	  bivalent	  histone	  marks	  (positive	  and	  negative),	  which	  have	  been	  

shown	  to	  prime	   transcription	   in	  stem	  cells	   (Pan	  et	  al.,	  2007).	  Activin/Nodal	  signalling	  

via	  Smad2/3	  could	  therefore	  maintain	  pluripotency	  but	  also	  enable	  hESCs	  to	  prime	  the	  

expression	  of	  tissue-‐specific	  differentiation	  genes,	  thus	  allowing	  rapid	  cell	  fate	  choices.	  

This	  supports	  the	  concept	  that	  hESCs	  may	  represent	  a	  primed	  state	  of	  pluripotency	  as	  

opposed	  to	  the	  ground	  state	  observed	  in	  mESCs.	  However,	  mESCs	  grown	  in	  serum	  are	  

also	  “primed”	  to	  differentiate	  toward	  extra-‐embryonic	  tissues	  (Niwa	  et	  al.,	  2005)	  or	  to	  

progress	   toward	   the	   epiblast	   stage	   (Toyooka	  et	   al.,	   2008).	  Thus,	   “priming“	   could	  be	   a	  

common	  mechanism	  between	  stem	  cells	  since	  the	  main	  objective	  of	  this	  cell	  type	  in	  vivo	  

is	   not	   to	   self-‐renew	   but	   to	   generate	   the	   necessary	   cells	   for	   normal	   development	   and	  

organogenesis.	  	  

	  

Activin/Nodal	  signaling	  as	  inducer	  of	  endoderm	  differentiation	  

Despite	  its	  essential	  activity	  in	  maintaining	  pluripotency,	  Activin/Nodal	  signaling	  is	  also	  

absolutely	   required	   for	   endoderm	   differentiation	   (Arnold	   and	   Robertson,	   2009;	  
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D'Amour	   et	   al.,	   2005;	   Kubo	   et	   al.,	   2004).	   Accordingly,	   inhibition	   of	   Activin/Nodal	  

signaling	  blocks	   the	  expression	  of	  endoderm	  markers	  and	  promotes	  the	  expression	  of	  

mesoderm	  markers	  in	  the	  presence	  of	  BMP4	  in	  vitro	  (Kubo	  et	  al.,	  2004)	  and	  in	  a	  broad	  

number	  of	  species	  (Chen	  and	  Schier,	  2001).	  	  

Activin/Nodal	  signalling	  achieves	   this	   function	  by	   interacting	  with	  other	  key	  signaling	  

pathways,	   especially	   BMP	   and	   WNT	   (Tam	   and	   Loebel,	   2007).	   The	   molecular	  

mechanisms	   involved	   in	   this	   cross-‐talk	   among	   pathways	   have	   been	   particularly	   well	  

studied	  in	  amphibian	  and	  fish	  where	  it	  has	  been	  shown	  that	  BMP-‐Smad1/5/8	  interact	  

with	  mesoderm	  regulators	  such	  as	  Brachyury	  to	  repress	  endoderm	  markers,	  induced	  by	  

Nodal-‐Smad2/3	  (Garnett	  et	  al.,	  2009;	  Messenger	  et	  al.,	  2005;	  Morley	  et	  al.,	  2009).	  At	  the	  

same	  time,	  WNT	  signaling	  also	  plays	  an	  essential	  function	  in	  mesendoderm	  specification	  

by	   controlling	   the	   expression	   of	   Nodal	   and	   its	   co-‐receptor	   Cripto	   during	   gastrulation	  

(Tam	  and	  Loebel,	  2007).	  	  

Importantly,	  genome	  wide	  analyses	  performed	  on	  hESCs	  differentiating	  into	  endoderm	  

have	  shown	  that	  the	  Smad2/3	  complex	  directly	  controls	  the	  transcriptional	  activity	  of	  a	  

broad	   number	   of	   endoderm	   genes	   (Brown	   et	   al.,	   2011).	   Thus,	   the	   transcriptional	  

network	  driving	  endoderm	  specification	  is	  ultimately	  orchestrated	  by	  Smad2/3	  and	  its	  

partners	   (Table	   2,	   Figure	   4).	   BMP	   and	  WNT	   could	   be	   required	   only	   to	   initiate	   and	   to	  

stabilize	   this	   network,	   respectively.	   Accordingly,	   BMP	   plays	   a	   crucial	   role	   in	   vitro	   to	  

block	  the	  protective	  activity	  of	  Activin/Nodal	  signalling	  on	  pluripotency	  and	  to	  promote	  

the	   induction	   of	   endoderm	   specification	   (Sakaki-‐Yumoto	   et	   al.,	   2013).	   Furthermore,	  

WNT/β-‐catenin	   interacts	   with	   Smad2/3	   target	   genes	   such	   as	   Sox17	   to	   activate	   the	  

expression	  of	  other	  genes	   such	  as	  FoxA2	   (Sinner	  et	   al.,	   2004),	  which	  are	  essential	   for	  

endoderm	  pattering	   and	   organogenesis.	   Further	   genome	   analyses	   detailing	   the	   target	  



	   13	  

genes	   downstream	   of	   Smad1/5/8	   and	   β-‐catenin	   could	   help	   to	   further	   uncover	   the	  

nature	  of	  the	  molecular	  cross	  talk	  between	  Activin/Nodal,	  WNT	  and	  BMP.	  

	   The	   mechanisms	   by	   which	   Activin/Nodal	   signalling	   maintains	   pluripotency	  

while	  inducing	  endoderm	  differentiation	  also	  remain	  to	  be	  fully	  elucidated	  and	  several	  

studies	   have	   started	   to	   reveal	   some	   important	   regulatory	   mechanisms.	   ChIP-‐Seq	  

analyses	   showed	   that	   the	   location	   of	   Smad2/3	   binding	   in	   the	   genome	   changes	   upon	  

endoderm	   differentiation,	   suggesting	   that	   the	   specificity	   of	   Activin/Nodal	   signalling	  

might	  be	  defined	  by	  the	  genomic	  location	  of	  its	  binding	  partners	  (Brown	  et	  al.,	  2011).	  	  

Interestingly,	  the	  transcriptional	  networks	  downstream	  of	  Smad2/3	  and	  Nanog,	  as	  well	  

as	  Oct4,	   significantly	  overlap	   in	  hESCs,	  which	   further	  points	   to	   a	  potential	   interaction	  

between	  these	  factors.	  Co-‐immunoprecipitation	  analyses	  have	  shown	  that	  Smad2/3	  and	  

Nanog	  could	  be	  part	  of	  the	  same	  protein	  complex	  in	  hESCs,	  and	  that	  they	  cooperate	  to	  

orchestrate	   the	   transcriptional	   network	   characterizing	   hPSCs	   (Vallier	   et	   al.,	   2009a).	  

Further	   studies	  have	  also	   revealed	  an	   interaction	  between	  Smad2/3	  and	  Eomes	  upon	  

mesendoderm	   specification	   (Teo	   et	   al.,	   2011).	   Therefore,	   it	   is	   possible	   to	   consider	   a	  

model	  in	  which	  Smad2/3	  switch	  binding	  partners	  during	  differentiation,	  allowing	  a	  cell	  

type	  specific	  outcome	  of	  the	  Activin/Nodal	  signaling.	  	  

The	  model	   proposed	   above	   also	   suggests	   that	   inhibition	   of	   Nanog	   expression	   is	  

necessary	  to	  enable	  Smad2/3	  to	  interact	  with	  Eomes	  and	  thus,	  to	  redirect	  the	  activity	  of	  

Activin/Nodal	   signaling	   towards	   endoderm	   formation.	   This	   inhibition	   is	   likely	   to	   be	  

induced	   by	   one	   or	   more	   signaling	   pathways,	   which	   could	   be	   considered	   as	   the	   true	  

inducer	  of	  differentiation.	  WNT	  and	  BMP	  signaling	  are	  the	  most	  likely	  candidates:	  their	  

function	  in	  endoderm	  and	  mesoderm	  specification	  has	  been	  studied	  in	  amphibians,	  fish	  

and	  mouse	  and	  they	  are	  often	  included	  in	  the	  cocktail	  of	  growth	  factors	  used	  to	  generate	  

endoderm	   from	  hPSCs	   in	  vitro.	   Importantly,	   Activin/Nodal	   signaling	   cannot	   fulfill	   this	  
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function	   alone,	   since	   even	   high	   doses	   of	   exogenous	   Activin/Nodal	   only	   reinforce	   the	  

expression	  of	  pluripotent	  markers	  in	  hPSCs	  (Vallier	  et	  al.,	  2005).	  	  

In	  addition	  to	  its	  role	  in	  primitive	  streak	  and	  mesoderm	  induction,	  BMP4	  has	  also	  

been	  shown	  to	   induce	   the	  differentiation	  of	  hESCs	   toward	  extra-‐embryonic	   tissue	  and	  

this	   effect	   can	   be	   blocked	   by	   Activin/Nodal	   (Vallier	   et	   al.,	   2009c).	   Furthermore,	  

Smad1/5/8	   and	   Smad2/3,	   which	   mediate	   BMP	   and	   Activin/Nodal	   signaling,	  

respectively,	  bind	  to	  the	  same	  region	  of	  the	  Nanog	  promoter,	  suggesting	  that	  BMP4	  and	  

Activin/Nodal	  may	   compete	   to	  modulate	   the	   expression	   of	   key	   pluripotency	  markers	  

(Xu	  et	  al.,	  2008).	  BMP4	  can	  also	   induce	  differentiation	  by	  activating	   the	  expression	  of	  

Eomes,	   which	   then	   feeds	   into	   the	   Smad2/3	   transcriptional	   network	   and	   ultimately	  

repress	  the	  expression	  of	  Nanog	  (Teo	  et	  al.,	  2011).	  	  

WNT	   signaling	   also	   plays	   a	   key	   function	   in	   controlling	   Activin/Nodal	   signaling	  

since	   blocking	   the	   PI3K/Erk	   pathway	   and	   thereby	   inhibiting	   GSK3β	   are	   sufficient	   to	  

induce	  endoderm	  differentiation	  of	  hESCs	   (Singh	  et	  al.,	  2012).	  Furthermore,	  β-‐catenin	  

and	   the	   Smad2/3	   complex	   have	   been	   shown	   to	   converge	   on	  mesendoderm	   genes	   to	  

activate	  their	  transcriptional	  activity	  (Bernardo	  et	  al.,	  2011).	  Considered	  together,	  these	  

reports	  support	  the	  role	  of	  WNT	  in	  modulating	  the	  activity	  of	  Activin/Nodal	  signaling.	  

Nevertheless,	   the	   molecular	   mechanisms	   by	   which	   this	   synergy	   takes	   place	   remains	  

unknown	  and	   further	  molecular	  analyses	  are	  necessary	   to	   fully	  understand	   the	  cross-‐

talk	  between	  Smad2/3	  and	  GSK3β/β-‐catenin.	  	  

Finally,	   a	   recent	   study	   showed	   that	   the	   Hippo	   pathway	   can	   repress	   Smad2/3	  

transcriptional	  activity	  on	  endoderm	  genes	  in	  hESCs	  and	  thus,	  maintain	  the	  pluripotent	  

state	  and	  block	  mesendoderm	  induction	  (Beyer	  et	  al.,	  2013).	  However,	  this	  mechanism	  

seems	   to	   be	   limited	   to	   primitive	   streak	   genes	   such	   as	   Brachyury	   and	   is	   cell	   culture	  
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dependent,	   suggesting	   the	   existence	   of	   additional	   mechanisms	   involving	   inductive	  

signals	  of	  differentiation.	  	  

Considered	  together,	  these	  observations	  illustrate	  how	  Activin/Nodal	  signaling	  is	  

interconnected	   with	   other	   signaling	   pathways,	   enabling	   Smad2/3	   to	   have	   divergent	  

functions	   in	   different	   cell	   types	   (self-‐renewal	   versus	   differentiation)	   and	   to	   control	   a	  

diversity	  of	  biological	  process	  within	  the	  same	  cell	  type.	  However,	  the	  precise	  function	  

and	  specificity	  of	  Smad2/3	   in	  all	   these	  cellular	  processes	  remains	  unclear.	   Indeed,	   the	  

model	   proposed	   above	   explains	   in	   part	   that	   the	   tissue-‐specific	   activity	   of	   Smad2/3	   is	  

dictated	   by	   tissue	   specific	   transcription	   factors,	   however,	   it	   does	   not	   provide	   the	  

molecular	   mechanism	   by	   which	   Smad2/3	   can	   interact	   with	   so	   many	   factors	   while	  

retaining	  its	  specificity	  of	  action.	  Proteomic	  studies	  in	  combination	  with	  DNA	  pull	  down	  

methods	  could	  help	  to	  identify	  the	  partners	  that	  co-‐operate	  with	  Smad	  proteins	  to	  enact	  

different	   processes	   within	   the	   same	   cell,	   such	   as	   the	   induction	   of	   p21	   for	   cell	   cycle	  

regulation	   or	   Sox17	   for	   endoderm	   specification.	   These	   experiments	   could	   indicate	   if	  

Smad2/3	   has	   a	   generic	   function	   in	   transcriptional	   regulation	   such	   as	   recruiting	  

epigenetic	   regulators	   or	   if	   its	   function	   varies	   in	   the	   context	   of	   different	   genes	   and	  

protein	  complexes.	  

	  	  

Activin/Nodal	  signaling	  in	  adult	  tissue	  stem	  cells	   	  
	  
Many	  organs	  harbor	   stem	   cells	   that	   function	   in	   tissue	  maintenance	   and	   injury	   repair.	  

These	  stem	  cells	  replenish	  specialized	  cell	  types	  throughout	  development	  and	  adult	  life	  

either	   by	   constant	   cell	   divisions	   (e.g.	   intestinal	   stem	   cells)	   (Li	   and	  Clevers,	   2010)	   or	   by	  

transient	   activation	  when	  needed	   (e.g.	   hematopoietic	   system,	   hair	   follicles,	  mammary	  

gland)(Fuchs,	   2009;	   Lange	   and	   Calegari,	   2010) (Orford	   and	   Scadden,	   2008).	   The	   TGFβ	  

superfamily	   is	   involved	   in	  self-‐renewal	  of	  adult	  stem	  cells	   in	  many	  of	   these	  tissues.	  At	  
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high	   levels,	   TGFβ	   usually	   inhibits	   cell	   proliferation	   in	   a	   reversible	   manner	   and	   this	  

might	  be	  particularly	  relevant	  for	  the	  regulation	  of	  quiescent	  state	  and	  re-‐entry	  of	  adult	  

stem	   cells	   into	   cell	   cycle	   (Massague,	   2012;	   Tumbar	   et	   al.,	   2004).	   	   The	  mechanism	   by	  

which	  TGFβ	  regulates	  the	  cell	  cycle	  is	  described	  further	  below.	  However,	  the	  function	  of	  

Activin/Nodal	  signalling	  in	  the	  self-‐renewal	  or	  differentiation	  of	  adult	  stem	  cells	  is	  less	  

clear,	   despite	   several	   recent	   reports	   suggesting	   a	   key	   role	   (Cambray	   et	   al.,	   2012;	  

Dunphy	  et	  al.,	  2011;	  Kadaja	  et	  al.,	  2014).	   Indeed,	   the	  expression	  of	  Nodal	  seems	  to	  be	  

limited	  to	  certain	  tissues	  which	  undergo	  considerable	  remodeling	  such	  as	  endometrium,	  

placenta	   and	   lactating	  mammary	   gland	   (Quail	   et	   al.,	   2013;	   Strizzi	   et	   al.,	   2012),	  which	  

suggests	  that	  Nodal	  might	  not	  be	  involved	  in	  the	  maintenance	  and	  specification	  of	  many	  

adult	  stem	  cells,	  in	  contrast	  to	  TGFβ,	  more	  widely	  expressed.	  ,	  Activin	  transcripts	  can	  be	  

detected	   in	   a	   diversity	   of	   tissues	   including	   the	   pituitary	   gland,	   the	   spleen,	   the	   bone	  

marrow	  and	  specific	  parts	  of	  the	  brain	  (Luisi	  et	  al.,	  2001),	  but	  functions	  in	  cell	  cycle	  are	  

yet	   to	  be	   fully	   investigated.	  Due	   to	  difficulties	   in	   the	  reliable	  detection	  of	  Activins	  and	  

Nodal	  expression	  	  with	  the	  possibility	  of	  alternative	  splice	  variants	  for	  the	  latter	  (Strizzi	  

et	  al.,	  2012),	   further	  studies	  are	  needed	  to	  generalize	   these	  observations	   to	  a	  broader	  

range	  of	  adult	  tissues	  and	  sub-‐populations	  of	  cells	  in	  each	  tissue.	  

Here,	   we	   discuss	   key	   examples	   where	   Activin/Nodal	   signalling	   is	   known	   to	   be	  

important	   in	   adult	   stem	   cells,	   and	   where	   the	   related	   TGFβ	   pathway	   plays	   roles	   that	  

share	  parallels	  with,	  or	  may	  shed	  light	  on,	  the	  functions	  of	  Activin/Nodal	  in	  these	  stem	  

cell	  systems.	  	  

	  

Hair	  follicle	  stem	  cells.	  

In	   adult	   tissues,	   there	   are	   instances	   where	   Activin	   signalling	   has	   a	   specific	   role	   in	  

maintaining	   cell	   “stemness”	   while	   the	   function	   of	   TGFβ	   seems	   to	   be	   less	   important.	  
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Indeed,	  the	  absence	  of	  TGFβ	  receptor	  II	  in	  mouse	  skin	  epithelium	  does	  not	  induce	  large	  

changes	  during	  normal	  homeostasis	  (Guasch	  et	  al.,	  2007;	  Oshimori	  and	  Fuchs,	  2012b).	  

In	  contrast,	  conditional	  ablation	  of	  the	  Activin	  receptor	  type	  1B	  (Alk4	  or	  Acvr1b)	  causes	  

the	  degeneration	  of	  hair	  follicles	  and	  the	  formation	  of	  cysts	  with	  keratinaceous	  debris.	  

Therefore,	  despite	  their	  similarities	  and	  common	  effectors,	  TGFβ	  and	  Activin	  signalling	  

appear	  to	  control	  different	  mechanisms	  in	  skin	  stem	  cells	  (Qiu	  et	  al.,	  2011).	  Accordingly,	  

the	   self-‐renewal	   of	   hair	   follicle	   stem	   cells	   and	   the	   suppression	   of	   epidermal	  

differentiation	  involves	  Activin	  B	  and	  several	  other	  genes	  that	  are	  known	  to	  be	  involved	  

in	   enhancing	  Activin	   signalling	   such	  as	  Wwp2,	  S100A4,	  Sulf2,	   and	   Inhbb	  (Kadaja	   et	   al.,	  

2014).	  The	  expression	  of	   these	  genes	   is	  also	  controlled	  by	  Sox9,	  a	  central	  regulator	  of	  

hair	  follicle	  stem	  cells.	  In	  turn,	  administration	  of	  Activin	  B	  can	  partially	  compensate	  for	  

the	   loss	   of	   Sox9	   in	   the	  hair	   follicle	  niche	   by	  blocking	   the	  premature	  differentiation	  of	  

hair	  follicle	  stem	  cells	  (Kadaja	  et	  al.,	  2014).	  It	  would	  be	  interesting	  to	  determine	  if	  the	  

switch	  between	  quiescent	   and	  active	   states	  of	   hair	   follicle	   stem	  cells	   involves	   specific	  

cell	   cycle	   regulators	   of	   the	   INK4	   and	   KIP/CIP	   family	   such	   as	   p15	   or	   p21,	   which	   are	  

known	  to	  be	  regulated	  by	  the	  cytostatic	  response	  of	  TGFβ	  signalling	  in	  various	  cells.	  In	  

addition,	  the	  precise	  effect	  of	  Smad2/3	  inhibition	  on	  cell	  fate	  decision	  in	  skin	  stem	  cells	  

could	   also	   reveal	   novel	   functions	   of	   Activin	   signalling	   in	   their	   self-‐renewal	   and	   their	  

capacity	  of	  differentiation.	  

	  

Hematopoietic	  Stem	  Cells	  	  

In	  most	   adult	   stem	   cells	   such	   as	   hematopoietic	   stem	   cells	   or	   neural	   stem	   cells	  where	  

TGFβ	   signalling	  plays	  an	   important	   role,	   the	   involvement	  of	  Activin	  or	  Nodal	   remains	  

unclear.	   Nevertheless,	   as	   TGFβ	   and	   Nodal/Activin	   pathways	   share	   receptors	   and	  
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transduction	   proteins,	   we	   will	   briefly	   summarise	   the	   function	   of	   TGFβ	   signalling	   in	  

these	  stem	  cells	  and	  draw	  parallels	  between	  these	  two	  closely	  related	  pathways.	  

Adult	   Hematopoietic	   Stem	   Cells	   (HSCs)	   reside	   in	   the	   bone	   marrow	   among	  

progenitors	   at	   different	   stages	   of	   the	   hematopoietic	   lineage	   (Orkin	   and	   Zon,	   2008;	  

Zhang	  et	  al.,	  2008).	  TGFβ	  signaling	  pathway	  has	  long	  been	  implicated	  in	  regulating	  HSC	  

quiescence	  (Fortunel	  et	  al.,	  2000;	  Yamazaki	  et	  al.,	  2006).	  It	  functions	  by	  upregulating	  the	  

transcription	   of	   the	   cyclin-‐dependent	   kinase	   (CDK)	   inhibitor	   p57	   and	   suppressing	  

PI3K/Akt	   signaling,	   thus	   preventing	  HSC	   re-‐entry	   into	   the	   cell	   cycle	   (Yamazaki	   et	   al.,	  

2006).	   The	   latent	   TGFβ	   present	   in	   the	   bone	   marrow	   seems	   to	   be	   activated	   by	   non-‐

myelinating	  Schwann	  cells	  (Yamazaki	  et	  al.,	  2011)	  and	  the	  TGFβ	  response	  is	  mediated	  

by	  TβRII	  receptors	  leading	  to	  Smad2/3	  phosphorylation.	  	  

Of	  note,	  HSCs	  are	  not	  a	  homogenous	  population	  of	  cells	  but	  instead	  can	  be	  divided	  

into	   at	   least	   two	   distinct	   subtypes	   which	   have	   unique	   self-‐renewal	   properties	   and	  

exhibit	  biased	  differentiation	  towards	  different	  mature	  hematopoietic	  lineages	  (Dykstra	  

et	   al.,	   2007;	   Lemischka	   et	   al.,	   1986;	   Sieburg	   et	   al.,	   2006).	   Interestingly,	   these	   HSC	  

subpopulations	  have	  distinct	  cellular	  responses	   to	  TGFβ	  signalling,	  which	  affects	   their	  

cell	  cycle	  state	  (discussed	  below)	  and	  thus	  their	  proliferation	  capacities	  (Challen	  et	  al.,	  

2010).	   Therefore,	   the	   switch	   model	   proposed	   for	   pluripotency/endoderm	  

differentiation	   for	  Activin/Nodal-‐Smad2/3	   in	  PSCs	   appears	   to	  be	   applicable	   to	  BMP4-‐

Smad1/5/8	   in	   HSCs.	   R-‐Smads	   could	   therefore	   operate	   in	   a	   similar	   manner	   in	   HSCs	  

hematopoietic	  specification	  and	  in	  hPSCs	  early	  germ	  layer	  differentiation.	  	  

Overall,	   TGFβ	   signaling	   exhibits	   an	   essential	   function	   in	   controlling	   the	   self-‐

renewal	  of	  stem	  cells	  in	  various	  adult	  tissues	  such	  as	  the	  skin,	  the	  hematopoietic	  system	  

and	   the	   central	   nervous	   system.	   Interestingly,	   Activin/Nodal	   signaling	   could	   have	  

complementary	  functions	  in	  self-‐renewal	  and	  differentiation	  of	  adult	  stem	  cells.	  Further	  
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investigations	  including	  tissue	  specific	  gene	  knock	  out	  for	  Nodal	  and	  the	  Inhibins	  could	  

help	   to	   further	   understand	   the	   specificity	   of	   each	   of	   these	   growth	   factors	   in	   organ	  

homeostasis	  and	  tissue	  repair.	  

	  

Activin/Nodal	  signaling	  in	  cancer	  and	  metastasis	  

Cancer	  stem	  cells	  (CSCs)	  can	  give	  rise	  to	  a	  new	  tumor	  which	  shows	  similar	  features	  to	  

its	   parental	   tumor.	   CSCs	   have	   been	   identified	   in	   various	   cancer	   types	   including	  

pancreatic	   cancer,	   melanoma,	   glioma,	   chronic	   myeloid	   leukemia	   and	   malignant	  

squamous	  cell	  carcinoma	  (Chen	  et	  al.,	  2008;	  Driessens	  et	  al.,	  2012;	  Schepers	  et	  al.,	  2012;	  

Schober	   and	   Fuchs,	   2011).	   A	   number	   of	   mutations	   leading	   to	   cancer	   affect	   genes	  

involved	   in	   the	   Activin/Nodal/TGFβ	   signaling	   pathways	   including	   ACVRI,	   TGFBRI/II,	  

Smad2	   and	   Smad4	   (Massague,	   2008).	   These	  mutations	   tend	   to	   accumulate	   in	   tissue-‐

specific	   stem	   cells	   due	   to	   their	   longevity	   (Lobo	   et	   al.,	   2007).	   Interestingly,	   the	   role	   of	  

Activin/Nodal	   signalling	   in	   tumorigenesis	   and	   cancer	   stem	   cells	   often	   reflects	   the	  

function	   of	   this	   pathway	   in	   embryonic	   development	   or	   in	   adult	   tissue	   homeostasis.	  

Indeed,	  the	  Activin/Nodal	  pathway	  regulates	  self-‐renewal	  and	  differentiation	  of	  cancer	  

stem	  cells,	  and	  increases	  the	  plasticity	  and	  metastatic	  potential	  of	  tumour	  cells	  (Lonardo	  

et	  al.,	  2011;	  Spiller	  et	  al.,	  2012;	  Topczewska	  et	  al.,	  2006).	  Accordingly,	   the	  mutation	  of	  

the	   inhibin	   a	   subunit	   (an	   Activin	   inhibitor)	   in	   the	   mouse	   gonad	   results	   in	  

stromal/granulosa	  tumour	  suggesting	  that	  Activin	  signalling	  could	  be	  tumorigenic	  if	  not	  

tightly	   controlled	   (Matzuk	   et	   al.,	   1992).	   Similarly,	  Nodal	   is	   expressed	   in	   a	  diversity	   of	  

tumors	  including	  melanoma,	  prostate,	  breast	  and	  testicular	  cancer	  (Hardy	  et	  al.,	  2010;	  

Lawrence	   et	   al.,	   2011;	   Lonardo	   et	   al.,	   2011;	   Spiller	   et	   al.,	   2012;	   Strizzi	   et	   al.,	   2012;	  

Topczewska	   et	   al.,	   2006)	   which	   degree	   of	   malignancy	   correlates	   with	   the	   amount	   of	  

secreted	  Nodal	  (Spiller	  et	  al.,	  2012).	  In	  addition,	  the	  Nodal	  co-‐receptor	  Cripto	  is	  widely	  
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overexpressed	   in	   tumor	   cells	   from	   many	   different	   origins	   and	   correlates	   with	  

invasiveness	   and	   poor	   prognosis	   in	   melanoma,	   pancreatic	   cancer,	   breast	   cancer	   and	  

testicular	  cancer	  (Lonardo	  et	  al.,	  2011;	  Postovit	  et	  al.,	  2008).	  	  

In	   melanoma,	   Nodal	   signalling	   also	   promotes	   the	   vascularisation	   of	   the	   tissue	  

surrounding	   the	   tumor,	   which	   might	   be	   responsible	   for	   the	   malignancy	   and	   high	  

incidence	   of	  metastases	   due	   to	   increased	   invasiveness	   in	   these	   cancers	   (Hardy	   et	   al.,	  

2010;	  Seftor	  et	  al.,	  2012).	  A	  similar	  vascularisation-‐promoting	  effect	  has	  been	  noted	  for	  

breast	   cancers:	  Nodal	   signalling	   leads	   to	   the	  upregulation	  of	  pro-‐angiogenic	   factors	   in	  

the	  tissue	  surrounding	  the	  tumor	  cells	  (Quail	  et	  al.,	  2013).	  Based	  on	  these	  observations,	  

it	  is	  tempting	  to	  hypothesise	  that	  abnormally	  high	  activation	  of	  Nodal	  signalling	  in	  adult	  

stem	  cells,	  combined	  with	  genetic	  mutations	  could	  result	  in	  increased	  proliferation	  but	  

also	   resistance	   to	   differentiation,	   thereby	   mimicking	   the	   mechanisms	   maintaining	  

pluripotency	   of	   hPSCs.	   Future	   investigations	   including	   Smad2/3	   ChIP-‐Seq	   and	  

proteomic	   analyses	   in	   cancer	   stem	   cells	   will	   be	   useful	   to	   compare	   the	   mechanisms	  

involving	  Activin/Nodal	  signalling	  in	  self-‐renewal	  and	  differentiation	  during	  embryonic	  

development	  and	  tumorigenesis.	  

	  

Cell	  cycle	  regulation	  

Although	  TGFβ	  is	  a	  know	  cytostatic	  factor	  (which	  inhibits	  cell	  growth	  and	  proliferation)	  

(Massague,	  2004)	   .	  Accordingly,	  TGFβ	  pathway	  has	  a	  prominent	  role	   in	  regulating	  cell	  

cycle	   progression	   in	   many	   cell	   types	   and	   it	   acts	   as	   a	   central	   pathway	   for	   mediating	  

cytostatic	   responses.	   In	   most	   cases,	   it	   triggers	   potent	   anti-‐proliferative	   effects	   by	  

inducing	  the	  expression	  of	  cyclin	  dependent	  kinase	  inhibitors	  (CDKIs)	  of	  the	  INK4	  (p14,	  

p15,	  p16,	  p18,	  p19)	  or	  KIP/CIP	  (p21,	  p27,	  p57)	  protein	  family	  (Massague,	  2008).	  These	  

cell	  cycle	  inhibitors	  usually	  cause	  the	  cells	  to	  reversibly	  arrest	  in	  G1	  phase	  but	  they	  can	  
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also	   lead	   to	   terminal	  differentiation	  (Evans	  et	  al.,	  2003)	  or	  programmed	  cell	  death.	  Of	  

note,	  this	  function	  of	  the	  TGFβ	  signaling	  pathway	  could	  be	  inhibited	  by	  SNON	  or	  SKI	  in	  

hPSCs	  (Tsuneyoshi	  et	  al.,	  2012)	  since	  these	  genes	  are	  known	  to	  limit	  the	  transcriptional	  

activity	  of	  Smad2/3	  and	  especially	   to	  block	   induction	  of	  CDKi	   such	  as	  p21	   (Zhu	  et	  al.,	  

2007).	   	   Importantly,	   Activins	   are	   known	   to	   control	   cell	   cycle	   by	   similar	   CDKIs	  

dependent	  mechanisms	  (Chen	  et	  al.,	  2002)	  thereby	  suggesting	  an	  overlapping	  function	  

between	  TGFbeta	   and	  Activin	   signaling	   in	   proliferation	   control.	  Nodal	   function	   in	   cell	  

cycle	  control	  remain	  to	  be	  fully	  investigated	  especially	  since	  Nodal	  seems	  to	  potentiate	  

the	  plasticity	  and	  metastatic	  capacity	  of	  CSC.	  

Moreover,	   the	   interplays	   between	   Activin/Nodal/TGFbeta	   signaling	   and	   cell	   cycle	  

regulations	  are	  certainly	  more	  complex	  especially	   in	   the	  context	  of	  stem	  cells.	   Indeed,	  

our	   group	   and	   others	   have	   shown	   that	   Activin	   signalling	   in	   human	   pluripotent	   stem	  

cells	   could	   be	   directly	   controlled	   by	   Cyclin	   D	   /	   CDK	   complexes	   which	   can	   limit	   the	  

shuttling	   of	   Smad2/3	   into	   the	   nucleus.	   Thus,	   these	   cycle	   regulators	   restrain	   the	  

inductive	   effects	   of	  Activin/Nodal	   signaling	   on	   endoderm	  differentiation	   (Pauklin	   and	  

Vallier,	  2013).	  This	  mechanism	  enables	  cell	  cycle	  specific	  regulation	  of	  cell	  fate	  choice	  in	  

hESCs.	  Endoderm	  differentiation	  can	  only	  be	  induced	  in	  early	  G1	  phase	  when	  Cyclin	  Ds	  

are	  expressed	  at	   low	   levels	  while	  neuroectoderm	  specification	  can	  only	  be	   induced	   in	  

late	   G1	   phase	  when	   Cyclin	  Ds	   are	   highly	   expressed.	   These	  mechanisms	   could	   also	   be	  

important	   for	   a	   number	   of	   somatic	   stem	   cells	   since	   functional	   studies	   have	  

demonstrated	   that	   loss	   of	   function	   of	   Cyclin	   D/CDK	   results	   in	   the	   lengthening	   of	   G1	  

phase	  in	  neuronal	  stem	  cells	  in	  vivo	  while	  increasing	  their	  differentiation	  into	  neurons	  

(Lange	  and	  Calegari,	  2010;	  Lange	  et	  al.,	  2009).	  Similarly,	  absence	  of	  Cyclin	  Ds	  or	  CDK4/6	  

results	   in	   premature	   differentiation	   of	  Hematopoietic	   Stem	  Cells	   (Lange	   and	  Calegari,	  

2010).	  Considered	  together,	  these	  studies	  highlight	  a	  complex	  relationship	  between	  cell	  
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cycle	  and	  TGFβ/Activin/Nodal	  signalling	  pathways	  and	  how	  these	  mechanisms	  could	  be	  

essential	  to	  synchronize	  proliferation	  and	  cell	  fate	  choice	  in	  stem	  cells.	  	  

	  In	  addition	  to	  TFGβ-‐mediated	  regulation	  of	  CDKIs,	  there	  is	  also	  evidence	  for	  TGFβ	  

controlling	   cell	   cycle	   progression	   via	   other	   routes.	   Specifically,	   TGFβ	   can	   inhibit	  

expression	  of	  c-‐myc,	  and	  also	  relieve	   inhibition	  of	  Rb	  expression;	  both	   these	  activities	  

would	  repress	  proliferation	  and	  promote	  differentiation.	  These	  observations	  underline	  

once	  again	   the	   intrinsic	   relationship	  between	  cell	   cycle	   regulators	  and	  cell	   fate	   choice	  

and	  the	  essential	  role	  played	  by	  TGFβ,	  and	  potentially	  by	  Activin/Nodal,	  in	  this	  process.	  

It	  would	  be	  tempting	  to	  suggest	  that	  aberrant	  regulations	  of	  these	  mechanisms	  could	  be	  

part	  of	  the	  process	  leading	  to	  the	  emergence	  of	  cancer	  stem	  cells.	  This	  hypothesis	  could	  

be	  explored	  further	  by	  studying	  the	  role	  of	  cell	  cycle	  related	  factors	  in	  the	  inhibition	  of	  

cancer	  stem	  cells	  differentiation.	  	  

	  

	  

	  

Perspectives	  

Activin/Nodal	   signaling	   has	   been	   shown	   to	   control	   various	   mechanisms	   in	  

different	  model	  organisms	  and	  in	  a	  diversity	  of	  cell	  types.	  The	  function	  of	  this	  pathway	  

in	   pluripotent	   stem	   cells	   remains	   relatively	   recent	   and	   opens	   new	   perspectives	   to	  

understand	   the	   cross	   talk	   between	   cell	   cycle,	   cell	   fate	   decisions,	   and	   epigenetic	  

regulation.	   It	   is	   of	   course	   tempting	   to	   hypothesize	   that	   these	   mechanisms	   could	   be	  

conserved	   in	   adult	   stem	   cells	   and	   ultimately	   constitute	   the	   central	   unit	   defining	  

“stemness”.	  	  Indeed,	  Activin,	  Nodal	  or	  TGFβ	  growth	  factors	  are	  found	  in	  various	  tissues	  

and	  their	  activity	  is	  essential	  for	  a	  number	  of	  cell	  types.	  However,	  mechanistic	  insight	  on	  

the	   function	   of	   these	   signaling	   molecules	   in	   self-‐renewal/cell	   fate	   decisions	   is	   still	  
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lacking.	   The	   technical	   challenge	   to	   perform	   tissue	   specific	   genetic	   studies	   in	   animal	  

models	  explains	  in	  part	  this	  situation.	  The	  importance	  of	  other	  signaling	  pathways	  such	  

as	  Wnt	  might	  have	  also	  obscured	  the	  role	  of	  Activin/Nodal/TGFβ	  in	  these	  mechanisms.	  

Finally,	  the	  dominant	  function	  of	  TGFβ	  in	  cell	  cycle	  regulation	  might	  mask	  its	  role	  in	  in	  

regulating	  cell	  fate	  decisions	  in	  multipotent	  stem	  cells.	  Indeed,	  gain	  or	  loss	  of	  function	  of	  

TGFβ	  signaling	  members	  often	  results	  in	  uncontrolled	  proliferation	  or	  quiescence,	  both	  

of	   which	   indirectly	   affect	   cell	   fate	   decisions,	   thereby	   masking	   any	   potential	   role	   for	  

these	   factors	   in	   differentiation.	   The	   availability	   of	   new	   culture	   systems	   to	   maintain	  

somatic	  stem	  cells	  in	  vitro	  such	  as	  the	  3D	  organoid	  approach	  (Sato	  and	  Clevers,	  2013),	  

associated	  with	   efficient	   genome	  editing	  methods	   such	   as	  CRISPR	   	   (Cong	   et	   al.,	   2013;	  

Mali	   et	   al.,	   2013)	   could	   provide	   new	   opportunities	   to	   delineate	   the	   contribution	   of	  

Activin/Nodal/TGFβ	   in	   the	   self-‐renewal	   of	   adult	   stem	   cells	   and	   their	   differentiation	  

toward	  functional	  cell	  types	  during	  organ	  homeostasis.	  	  

In	  parallel,	  human	  pluripotent	  stem	  cells	  represent	  a	  unique	  opportunity	  to	  study	  

the	   molecular	   mechanisms	   controlling	   Activin/Nodal	   functional	   activity	   and	   cellular	  

specificity	  in	  self-‐renewal	  and	  differentiation.	  Indeed,	  Activin/Nodal	  signaling	  pathway	  

seems	   to	  be	  constantly	  controlling	  opposite	  cellular	  mechanisms	  such	  as	  proliferation	  

vs	   quiescence,	   self-‐renewal	   vs	   differentiation	   and	   tumorigenesis	   vs	   apoptosis.	  

Furthermore,	   a	   large	  number	  of	  genes	  with	  apparently	  divergent	   functions	  have	  been	  

identified	   as	   targets	   for	   Activin/Nodal-‐Smad2/3	   signalling,	   for	   example	   Nanog	  

(pluripotency)	   and	   Sox17	   (endoderm	   differentiation).	   Although	   this	   was	   initially	  

counter-‐intuitive,	  it	  is	  now	  evident	  that	  Activin/Nodal	  signaling	  activity	  is	  mediated	  by	  

lineage	  specific	  transcription	  factors	  that	  help	  targetting	  the	  Smad2/3	  complex	  and	  co-‐

regulator	   complexes	   to	   specific	   loci	   in	   a	   context-‐dependent	   manner.	   However,	   such	  

models	   also	   raise	   questions	   concerning	   the	   molecular	   function	   of	   Smad2/3	   in	   these	  
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protein	   complexes,	   which	   control	   conflicting	   aspects	   of	   cellular	   biology.	   Indeed,	   it	  

remains	   to	   be	   uncovered	   if	   the	   Smad2/3	   complex	   is	   only	   necessary	   to	   build	  

transcriptional	  complexes	  controlling	  the	  expression	  of	  different	  set	  of	  genes	  or	  if	  it	  has	  

more	   direct	   function	   by	   controlling	   the	   activity	   of	   key	   transcription	   factors	   and	  

epigenetic	   modifiers.	   Furthermore,	   the	   number	   of	   Smad2/3	   partners	   continues	   to	  

increase	  with	  very	   little	  overlap	  between	  different	  cell	   types.	  Proteome-‐wide	  analyses	  

are	  yet	  to	  reveal	  the	  full	  list	  of	  Smad2/3	  binding	  partners,	  and	  thus	  the	  complexity	  and	  

diversity	   of	   protein-‐protein	   interactions	   involving	   Smad2/3	   are	   likely	   to	   be	  

underestimated.	   Identification	  of	  Smad2/3	  binding	  partners	  at	  various	  developmental	  

stages	   and	   in	   stem	   cells	   will	   help	   clarifying	   why	   Smad2/3	   has	   so	   many	   apparently	  

distinct	   functions	   in	   different	   developmental	   contexts	   and	   how	   this	   diversity	   is	  

mechanistically	  achieved.	  

To	   conclude,	   TGFβ/Activin/Nodal	   pathways	   function	   not	   only	   in	   cell	   fate	   choice	  

during	   embryogenesis	   but	   also	   in	   cell	   cycle	   regulation	   and	   adult	   tissue	   homeostasis.	  

Since	   cross-‐talk	   between	   cell	   cycle	   regulation,	   self-‐renewal	   and	   differentiation	   is	  

essential	   for	   controlling	   the	   function	   of	   stem	   cells	   during	   development	   and	   in	   adult	  

organs,	  the	  TGFβ/Activin/Nodal	  pathways	  may	  function	  as	  a	  direct	  link	  between	  these	  

fundamental	   processes.	   Further	   research	   will	   be	   necessary	   to	   demonstrate	   the	  

importance	  of	  these	  mechanisms	  in	  normal	  regenerative	  process	  and	  in	  the	  formation	  of	  

cancer	   stem	   cells.	   Thus,	   a	   more	   complete	   picture	   of	   the	   mechanistic	   aspects	   of	  

Activin/Nodal	   signaling	   in	   stem	   cells	   could	   help	   to	   develop	   new	   regenerative	  

approaches	  and	  unveil	  novel	  therapeutic	  targets	  for	  the	  treatment	  of	  cancer.	  

	  

	  

Box	  1.	  Spatio-‐temporal	  effects	  of	  Activin/Nodal	  concentration	  gradients.	  Activin	  
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and	  Nodal	  ligands	  have	  short-‐range	  effects	  on	  nearby	  cells	  as	  well	  as	  long-‐range	  effects	  

during	  development	  (Smith	  et	  al.,	  2008).	  As	  an	  example	  of	  short-‐range	  effect,	  Nodal	  is	  

positively	  autoregulated	  by	  Smad2/3	  via	  an	  asymmetric	  enhancer	   located	   in	   its	   first	  

intron	  (Adachi	  et	  al.,	  1999)	  and	  via	  an	  upstream	  left-‐side	  specific	  enhancer	  (Saijoh	  et	  

al.,	  2003).	  For	   long-‐range	  effects,	  Nodal	   is	  secreted	  by	  node	  cells	  and	  can	  activate	   its	  

target	  genes	  in	  distant	  cells	  of	  the	  lateral	  plate	  mesoderm	  (Oki	  et	  al.,	  2007).	  The	  Nodal	  

effect	   is	  also	  dose-‐dependent	  since	   low	  levels	  of	  Nodal	  are	  sufficient	  to	   induce	  target	  

genes	   such	   as	   Brachyury/T,	   whereas	   Goosecoid	   is	   only	   activated	   by	   high	   levels	   of	  

Nodal	   during	   mesoderm	   and	   endoderm	   patterning	   (Gurdon	   and	   Bourillot,	   2001;	  

Schier	   and	   Talbot,	   2005).	   Nodal	   forms	   concentration	   and	   activity	   gradients	   during	  

development	   that	   provides	   positional	   information,	   which	   ultimately	   directs	   the	   cell	  

fate	  decision	  of	  the	  target	  cells	  (Brennan	  et	  al.,	  2001).	  This	  is	  particularly	  evident	  in	  the	  

formation	  of	  vegetal-‐animal	  axis	  (Faure	  et	  al.,	  2000;	  Gritsman	  et	  al.,	  2000;	  Harvey	  and	  

Smith,	  2009).	  The	  time	  of	  Nodal	  signaling	  is	  also	  important	  for	  cell	  fate	  decisions	  since	  

duration	   of	   Nodal	   signaling	   has	   different	   effects	   and	   results	   in	   the	   generation	   of	  

different	  cell	   types	   (Hagos	  and	  Dougan,	  2007).	  Of	  note,	   the	  spatiotemporal	  effects	  of	  

Activin/Nodal	   concentration	   gradients	   have	   yet	   to	   be	   taken	   into	   account	   in	   vitro.	  

Indeed,	  protocols	  of	  differentiation	  use	   large	  doses	  of	  Activin	  and	  2D	  culture	  system,	  

which	  are	  likely	  to	  bypass	  the	  regulation	  of	  gradient	  formation.	  This	  could	  result	  in	  the	  

absence	  of	  positional	  information	  during	  in	  vitro	  specification	  and	  represent	  one	  of	  the	  

challenges	  for	  generating	  specific	  cell	  types	  from	  hPSCs.	  	  

	  

Table	  1.	  Main	  components	  of	  the	  Activin/Nodal	  signaling	  pathway.	  

Pathway	  
Component	  

Signalling	  
Pathway	   Gene	  name	   Binding	  

partners	   Function	  

Ligands	  

Nodal	  	  
	  

Nodal	  (human,	  mouse,	  
bird),	  cyclops,	  squint,	  
southpaw	  (fish),	  ×nr1,	  
×nr2,	  ×nr4,	  ×nr5,	  ×nr6	  
(frog)	  	  

Nodal	  
pathway	  
inhibitors	  

Nodal-‐related	  TGFβ	  
ligands,	  activate	  
signalling	  	  

Gdf1	  (mouse)	  	   Ligand,	  activates	  
signalling	  	  
	  

Gdf3	  (mouse)	  	  
Vg1	  (frog,	  fish,	  bird)	  	  

Activin	  	   Activin	  bA,	  bB,	  bC,	  bE	  
(human)	   Follistatin	   Ligand,	  activates	  

signalling	  	  

Receptors	  	   Nodal	  
	   ALK4,	  ALK7	  	  

ActRII,	  
ActRIIB,	  	  
Co-‐

Type	  I	  serine-‐threonine	  
kinase	  receptor	  



	   26	  

receptors	  

ActRII,	  ActRIIB	  	  
ALK4,	  
ALK7	  
	  

Type	  II	  serine-‐threonine	  
kinase	  receptors	  

Activin	  
ALK4	   ActRII	   Type	  I	  serine-‐threonine	  

kinase	  receptor	  

ActRII	   ALK4	  
	  

Type	  II	  serine-‐threonine	  
kinase	  receptors	  

Co-‐receptors	   Nodal	  
	  

Cripto	  (human),	  
Cryptic	  (mouse),	  one-‐
eyed	  pinhead	  (fish),	  
FRL-‐1/×CR1,	  ×CR2,	  
×CR3	  (frog)	  	  

ALK4	  
	  

EGF-‐CFC	  co-‐receptors,	  
necessary	  for	  activating	  
Nodal	  signalling	  but	  
inhibits	  Activin	  
signalling	  

Inhibitors	  

Nodal	  
	  

Lefty1,	  Lefty2	  	   Nodal	  
pathway	  
ligands	  
	  

Inhibit	  Nodal	  signalling	  
by	  interacting	  with	  
Nodal	  ligands	  and	  EGF-‐
CFC	  co-‐receptors.	  	  

Cer1,	  Cer2,	  Gremlin	  	  

Cerberus/DAN	  family	  
members;	  Inhibit	  
signalling	  by	  interacting	  
with	  Nodal	  ligands	  

Activin	   Follistatin	   Activin	   Inhibits	  signalling	  by	  
binding	  to	  Activins	  	  

Intracellular	  
transduction	  
proteins	  

Nodal,	  
Activin	  	  
	  

Smad2	   Smad3,	  
Smad4	  

Receptor-‐Smads;	  
Regulate	  gene	  
transcription	  and	  cell	  
cycle	  (hPSCs,	  endoderm	  
differentiation,	  
reproductive	  tissues)	  

Smad3	   Smad2,	  
Smad4	  

Smad4	  	  
Smad2,	  
Smad3	  
	  

Co-‐Smad,	  helps	  
transporting	  Smad2	  and	  
Smad3	  into	  the	  nucleus	  

Smad7	   Smad2,	  
Smad3	  

Inhibitory-‐Smad,	  blocks	  
the	  activity	  of	  Smad2	  
and	  Smad3	  

	  

	  

Table	  2.	  Known	  binding	  partners	  of	  Smad2/3	  and	  their	  function.	  Tissue	  specificity	  
is	  indicated	  where	  known.	  

Signalling	  	  
pathway	  

Smad	  family	  
member	   Tissue	  type	   Interacting	  

protein	   Function	   Target	  loci	  

Activin/Nodal	  
	  

Smad2,	  Smad3	  

Human	  
pluripotent	  
stem	  cell	  
	  

Nanog	   Maintenance	  of	  
pluripotency	  	  
	  

Pluripotency	  
genes	  (Oct4,	  
Nanog)	  Smad2,	  Smad3	   Oct4	  

Smad2,	  Smad3	   P300	  

Transcriptional	  
activation	  by	  
histone	  
acetylation	  
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Figure	  Legends.	  

	  

Figure	  1.	  Components	  of	  Activin/Nodal.	  Extracellular	  ligands	  Activin	  or	  Nodal	  bind	  to	  

type	  I	  (ACVRIIA/IIB)	  and	  type	  II	  transmembrane	  receptors	  (Alk4/7)	  while	  TGFβ	  growth	  

factors	  bind	  to	  TGFBRI	  and	  TGFBRII/Alk5.	  Nodal	  requires	  the	  additional	  binding	  of	  the	  

transmembrane	  co-‐receptor	  CRIPTO	  to	  form	  an	  activated	  receptor	  complex	  with	  type	  I	  

and	   type	   II	   receptors.	   The	   activated	   receptor	   complex	   (both	   for	   Activin/Nodal	   and	  

TGFβ pathways)	  phosphorylates	  Smad2	  and	  Smad3	  proteins,	  which	  enter	  the	  nucleus	  in	  
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complex	  with	  Smad4.	   Smad	  proteins	   are	   targeted	   to	  distinct	   loci	  by	   sequence	   specific	  

transcription	  factors	  which	  are	  often	  expressed	  in	  a	  cell	  type-‐dependent	  manner.	  Smad	  

proteins	   act	   as	   transcriptional	   regulators	   and	   are	   able	   to	   induce	   or	   repress	   the	  

transcription	  of	   their	   target	   loci	  by	   recruiting	  epigenetic	  modifiers,	  which	  will	   further	  

modulate	   the	   accessibility	   of	   the	   surrounding	   chromatin	   by	   inducing	   epigenetic	  

modifications	  on	  histones	  or	  DNA.	  In	  some	  cells	  types,	  Smad2	  and	  Smad3	  proteins	  can	  

interact	   with	   Smad1,	   Smad5	   or	   Smad8,	   which	   usually	  mediate	   Bmp4	   signalling,	   thus	  

mediating	  the	  crosstalk	  between	  Activin/Nodal	  and	  Bmp	  signaling	  pathway.	  

	  

	  

Figure	  2.	  The	  functional	  domains	  and	  sites	  of	  post-‐translational	  modifications	  on	  

Smad2/3	   and	   Smad4	   proteins.	   Smad	   proteins	   contain	   three	   distinct	   functional	  

domains:	  the	  N-‐terminal	  MH1	  domain	  (blue),	  the	  middle	  linker	  domain	  (green)	  and	  C-‐

terminal	  MH2	  domain	  (pink).	   	  Smad2/3	  and	  Smad4	  proteins	  not	  only	  act	  as	  important	  

effectors	  for	  Activin/Nodal	  signalling	  pathway	  but	  interconnect	  various	  other	  signalling	  

pathways	  which	   induce	   post-‐translational	  modifications	   on	   specific	   residues	   of	   Smad	  

proteins.	  Colored	  circle	  -‐	  phosphorylation	  site,	  colored	  star	  –	  PIAS	  ubiquitinylation	  site,	  

colored	   square	   -‐	   ubiquitinylation	   site,	   colored	  diamond	   -‐	   p300	   interaction	   site.	  NLS	   –	  

nuclear	  localisation	  signal,	  NES	  -‐	  nuclear	  export	  signal,	  DNA	  -‐	  DNA	  binding	  region.	  

	  

	  

Figure	  3.	  Signalling	  pathways	  maintaining	  the	  self-‐renewal	  of	  hESCs.	  Self-‐renewal	  

of	  hESCs	  is	  maintained	  by	  Activin/Nodal	  and	  FGF2	  signalling.	  Self-‐renewal	  signals	  from	  

Activin/Nodal	   signalling	   are	   mediated	   by	   Smad2/3	   proteins	   which	   upon	  

phosphorylation	   bind	   to	   Oct4	   and	  Nanog	   proteins	   and	   coregulate	   a	   broad	   number	   of	  
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genes	   involved	   in	   maintenance	   of	   pluripotency.	   These	   pluripotency	   factors	   including	  

Oct-‐4,	   Nanog	   and	   Sox2,	   in	   turn	   block	   the	   differentiation	   to	   mesendoderm	   and	  

neuroectoderm	  while	  coordinating	  the	  self-‐renewal	  of	  pluripotent	  stem	  cells.	  	  

	  

Funding:	  	  

SP	  is	  supported	  by	  the	  EuFp7	  grants	  InnovaLIV.	  	  LV	  is	  supported	  by	  the	  ERC	  starting	  

grant	  Relieve	  IMDs	  and	  the	  Cambridge	  Hospitals	  National	  Institute	  for	  Health	  Research	  

Biomedical	  Research	  Center.	  	  

	  

	  

	  

References	  

	  
Adachi,	  H.,	  Saijoh,	  Y.,	  Mochida,	  K.,	  Ohishi,	  S.,	  Hashiguchi,	  H.,	  Hirao,	  A.	  and	  Hamada,	  

H.	   (1999).	  Determination	  of	   left/right	  asymmetric	  expression	  of	  nodal	  by	  a	   left	  
side-‐specific	  enhancer	  with	  sequence	  similarity	  to	  a	  lefty-‐2	  enhancer.	  Genes	  Dev	  
13,	  1589-‐1600.	  

Albano,	   R.	   M.,	   Groome,	   N.	   and	   Smith,	   J.	   C.	   (1993).	   Activins	   are	   expressed	   in	  
preimplantation	  mouse	   embryos	   and	   in	   ES	   and	   EC	   cells	   and	   are	   regulated	   on	  
their	  differentiation.	  Development	  117,	  711-‐723.	  

Arnold,	  S.	  J.	  and	  Robertson,	  E.	  J.	  (2009).	  Making	  a	  commitment:	  cell	  lineage	  allocation	  
and	  axis	  patterning	  in	  the	  early	  mouse	  embryo.	  Nat	  Rev	  Mol	  Cell	  Biol	  10,	  91-‐103.	  

Bernardo,	   A.	   S.,	   Faial,	   T.,	   Gardner,	   L.,	   Niakan,	   K.	   K.,	   Ortmann,	   D.,	   Senner,	   C.	   E.,	  
Callery,	   E.	   M.,	   Trotter,	   M.	   W.,	   Hemberger,	   M.,	   Smith,	   J.	   C.,	   et	   al.	   (2011).	  
BRACHYURY	   and	   CDX2	   mediate	   BMP-‐induced	   differentiation	   of	   human	   and	  
mouse	  pluripotent	  stem	  cells	   into	  embryonic	  and	  extraembryonic	   lineages.	  Cell	  
Stem	  Cell	  9,	  144-‐155.	  

Beyer,	   T.	   A.,	  Weiss,	   A.,	   Khomchuk,	   Y.,	   Huang,	   K.,	   Ogunjimi,	   A.	   A.,	   Varelas,	   X.	   and	  
Wrana,	  J.	  L.	  (2013).	  Switch	  enhancers	  interpret	  TGF-‐beta	  and	  Hippo	  signaling	  to	  
control	  cell	  fate	  in	  human	  embryonic	  stem	  cells.	  Cell	  Rep	  5,	  1611-‐1624.	  

Brennan,	   J.,	   Lu,	   C.	   C.,	   Norris,	   D.	   P.,	   Rodriguez,	   T.	   A.,	   Beddington,	   R.	   S.	   and	  
Robertson,	  E.	  J.	  (2001).	  Nodal	  signalling	  in	  the	  epiblast	  patterns	  the	  early	  mouse	  
embryo.	  Nature	  411,	  965-‐969.	  

Brennan,	   J.,	   Norris,	   D.	   P.	   and	   Robertson,	   E.	   J.	   (2002).	   Nodal	   activity	   in	   the	   node	  
governs	  left-‐right	  asymmetry.	  Genes	  Dev	  16,	  2339-‐2344.	  

Brons,	  I.	  G.,	  Smithers,	  L.	  E.,	  Trotter,	  M.	  W.,	  Rugg-‐Gunn,	  P.,	  Sun,	  B.,	  Chuva	  de	  Sousa	  
Lopes,	  S.	  M.,	  Howlett,	  S.	  K.,	  Clarkson,	  A.,	  Ahrlund-‐Richter,	  L.,	  Pedersen,	  R.	  A.,	  



	   30	  

et	   al.	   (2007).	   Derivation	   of	   pluripotent	   epiblast	   stem	   cells	   from	   mammalian	  
embryos.	  Nature	  448,	  191-‐195.	  

Brown,	  S.,	  Teo,	  A.,	  Pauklin,	  S.,	  Hannan,	  N.,	  Cho,	  C.	  H.,	  Lim,	  B.,	  Vardy,	  L.,	  Dunn,	  N.	  R.,	  
Trotter,	   M.,	   Pedersen,	   R.,	   et	   al.	   (2011).	   Activin/Nodal	   signaling	   controls	  
divergent	   transcriptional	   networks	   in	   human	   embryonic	   stem	   cells	   and	   in	  
endoderm	  progenitors.	  Stem	  Cells	  29,	  1176-‐1185.	  

Cambray,	  S.,	  Arber,	  C.,	  Little,	  G.,	  Dougalis,	  A.	  G.,	  de	  Paola,	  V.,	  Ungless,	  M.	  A.,	  Li,	  M.	  
and	  Rodriguez,	  T.	  A.	   (2012).	  Activin	   induces	  cortical	   interneuron	  identity	  and	  
differentiation	   in	   embryonic	   stem	   cell-‐derived	   telencephalic	   neural	   precursors.	  
Nature	  communications	  3,	  841.	  

Camus,	  A.,	  Perea-‐Gomez,	  A.,	  Moreau,	  A.	   and	  Collignon,	   J.	   (2006).	  Absence	  of	  Nodal	  
signaling	  promotes	  precocious	  neural	  differentiation	   in	   the	  mouse	  embryo.	  Dev	  
Biol	  295,	  743-‐755.	  

Challen,	   G.	   A.,	   Boles,	   N.	   C.,	   Chambers,	   S.	   M.	   and	   Goodell,	   M.	   A.	   (2010).	   Distinct	  
hematopoietic	  stem	  cell	  subtypes	  are	  differentially	  regulated	  by	  TGF-‐beta1.	  Cell	  
Stem	  Cell	  6,	  265-‐278.	  

Chan,	   E.	   M.,	   Ratanasirintrawoot,	   S.,	   Park,	   I.	   H.,	   Manos,	   P.	   D.,	   Loh,	   Y.	   H.,	   Huo,	   H.,	  
Miller,	   J.	   D.,	   Hartung,	   O.,	   Rho,	   J.,	   Ince,	   T.	   A.,	   et	   al.	   (2009).	   Live	   cell	   imaging	  
distinguishes	  bona	  fide	  human	  iPS	  cells	   from	  partially	  reprogrammed	  cells.	  Nat	  
Biotechnol	  27,	  1033-‐1037.	  

Chen,	  X.,	  Xu,	  H.,	  Yuan,	  P.,	  Fang,	  F.,	  Huss,	  M.,	  Vega,	  V.	  B.,	  Wong,	  E.,	  Orlov,	  Y.	  L.,	  Zhang,	  
W.,	   Jiang,	   J.,	   et	   al.	   (2008).	   Integration	  of	  external	   signaling	  pathways	  with	   the	  
core	  transcriptional	  network	  in	  embryonic	  stem	  cells.	  Cell	  133,	  1106-‐1117.	  

Chen,	   Y.	   and	   Schier,	   A.	   F.	   (2001).	   The	   zebrafish	   Nodal	   signal	   Squint	   functions	   as	   a	  
morphogen.	  Nature	  411,	  607-‐610.	  

Chen,	  Y.	  G.,	   Lui,	  H.	  M.,	   Lin,	   S.	   L.,	   Lee,	   J.	  M.	   and	  Ying,	   S.	  Y.	   (2002).	  Regulation	  of	  cell	  
proliferation,	  apoptosis,	  and	  carcinogenesis	  by	  activin.	  Exp	  Biol	  Med	  (Maywood)	  
227,	  75-‐87.	  

Collignon,	  J.,	  Varlet,	  I.	  and	  Robertson,	  E.	  J.	  (1996).	  Relationship	  between	  asymmetric	  
nodal	  expression	  and	  the	  direction	  of	  embryonic	  turning.	  Nature	  381,	  155-‐158.	  

Cong,	  L.,	  Ran,	  F.	  A.,	  Cox,	  D.,	  Lin,	  S.,	  Barretto,	  R.,	  Habib,	  N.,	  Hsu,	  P.	  D.,	  Wu,	  X.,	  Jiang,	  
W.,	   Marraffini,	   L.	   A.,	   et	   al.	   (2013).	   Multiplex	   genome	   engineering	   using	  
CRISPR/Cas	  systems.	  Science	  339,	  819-‐823.	  

Conlon,	   F.	   L.,	   Barth,	   K.	   S.	   and	   Robertson,	   E.	   J.	   (1991).	  A	  novel	   retrovirally	   induced	  
embryonic	  lethal	  mutation	  in	  the	  mouse:	  assessment	  of	  the	  developmental	  fate	  of	  
embryonic	   stem	   cells	   homozygous	   for	   the	   413.d	   proviral	   integration.	  
Development	  111,	  969-‐981.	  

Conlon,	  F.	  L.,	  Lyons,	  K.	  M.,	  Takaesu,	  N.,	  Barth,	  K.	  S.,	  Kispert,	  A.,	  Herrmann,	  B.	  and	  
Robertson,	  E.	   J.	   (1994).	  A	  primary	  requirement	  for	  nodal	  in	  the	  formation	  and	  
maintenance	  of	  the	  primitive	  streak	  in	  the	  mouse.	  Development	  120,	  1919-‐1928.	  

Constam,	   D.	   B.	   and	   Robertson,	   E.	   J.	   (2000).	   Tissue-‐specific	   requirements	   for	   the	  
proprotein	  convertase	   furin/SPC1	  during	  embryonic	  turning	  and	  heart	   looping.	  
Development	  127,	  245-‐254.	  

D'Amour,	  K.	  A.,	  Agulnick,	  A.	  D.,	  Eliazer,	  S.,	  Kelly,	  O.	  G.,	  Kroon,	  E.	  and	  Baetge,	  E.	  E.	  
(2005).	   Efficient	   differentiation	   of	   human	   embryonic	   stem	   cells	   to	   definitive	  
endoderm.	  Nat	  Biotechnol	  23,	  1534-‐1541.	  

Dai,	  F.,	  Lin,	  X.,	  Chang,	  C.	  and	  Feng,	  X.	  H.	  (2009).	  Nuclear	  export	  of	  Smad2	  and	  Smad3	  
by	  RanBP3	  facilitates	  termination	  of	  TGF-‐beta	  signaling.	  Dev	  Cell	  16,	  345-‐357.	  



	   31	  

Driessens,	  G.,	  Beck,	  B.,	  Caauwe,	  A.,	  Simons,	  B.	  D.	  and	  Blanpain,	  C.	  (2012).	  Defining	  
the	  mode	  of	  tumour	  growth	  by	  clonal	  analysis.	  Nature	  488,	  527-‐530.	  

Dunphy,	  K.	  A.,	  Schneyer,	  A.	  L.,	  Hagen,	  M.	  J.	  and	  Jerry,	  D.	  J.	  (2011).	  The	  role	  of	  activin	  
in	   mammary	   gland	   development	   and	   oncogenesis.	   Journal	   of	   mammary	   gland	  
biology	  and	  neoplasia	  16,	  117-‐126.	  

Dykstra,	   B.,	   Kent,	   D.,	   Bowie,	  M.,	   McCaffrey,	   L.,	   Hamilton,	  M.,	   Lyons,	   K.,	   Lee,	   S.	   J.,	  
Brinkman,	   R.	   and	   Eaves,	   C.	   (2007).	   Long-‐term	   propagation	   of	   distinct	  
hematopoietic	  differentiation	  programs	  in	  vivo.	  Cell	  Stem	  Cell	  1,	  218-‐229.	  

Erter,	   C.	   E.,	   Solnica-‐Krezel,	   L.	   and	   Wright,	   C.	   V.	   (1998).	   Zebrafish	   nodal-‐related	   2	  
encodes	   an	   early	   mesendodermal	   inducer	   signaling	   from	   the	   extraembryonic	  
yolk	  syncytial	  layer.	  Dev	  Biol	  204,	  361-‐372.	  

Evans,	  R.	  A.,	  Tian,	  Y.	  C.,	  Steadman,	  R.	  and	  Phillips,	  A.	  O.	  (2003).	  TGF-‐beta1-‐mediated	  
fibroblast-‐myofibroblast	   terminal	  differentiation-‐the	  role	  of	  Smad	  proteins.	  Exp	  
Cell	  Res	  282,	  90-‐100.	  

Faure,	   S.,	   Lee,	  M.	  A.,	  Keller,	  T.,	   ten	  Dijke,	  P.	  and	  Whitman,	  M.	  (2000).	  Endogenous	  
patterns	   of	   TGFbeta	   superfamily	   signaling	   during	   early	   Xenopus	   development.	  
Development	  127,	  2917-‐2931.	  

Feijen,	  A.,	  Goumans,	  M.	  J.	  and	  van	  den	  Eijnden-‐van	  Raaij,	  A.	  J.	  (1994).	  Expression	  of	  
activin	   subunits,	   activin	   receptors	   and	   follistatin	   in	   postimplantation	   mouse	  
embryos	   suggests	   specific	   developmental	   functions	   for	   different	   activins.	  
Development	  120,	  3621-‐3637.	  

Feldman,	  B.,	  Gates,	  M.	  A.,	   Egan,	  E.	   S.,	  Dougan,	   S.	  T.,	  Rennebeck,	  G.,	   Sirotkin,	  H.	   I.,	  
Schier,	   A.	   F.	   and	   Talbot,	   W.	   S.	   (1998).	   Zebrafish	   organizer	   development	   and	  
germ-‐layer	  formation	  require	  nodal-‐related	  signals.	  Nature	  395,	  181-‐185.	  

Fortunel,	  N.,	  Hatzfeld,	  J.,	  Kisselev,	  S.,	  Monier,	  M.	  N.,	  Ducos,	  K.,	  Cardoso,	  A.,	  Batard,	  
P.	   and	   Hatzfeld,	   A.	   (2000).	   Release	   from	   quiescence	   of	   primitive	   human	  
hematopoietic	  stem/progenitor	  cells	  by	  blocking	  their	  cell-‐surface	  TGF-‐beta	  type	  
II	  receptor	  in	  a	  short-‐term	  in	  vitro	  assay.	  Stem	  Cells	  18,	  102-‐111.	  

Fuchs,	  E.	  (2009).	  The	  tortoise	  and	  the	  hair:	  slow-‐cycling	  cells	  in	  the	  stem	  cell	  race.	  Cell	  
137,	  811-‐819.	  

Gafni,	  O.,	  Weinberger,	  L.,	  Mansour,	  A.	  A.,	  Manor,	  Y.	  S.,	  Chomsky,	  E.,	  Ben-‐Yosef,	  D.,	  
Kalma,	   Y.,	   Viukov,	   S.,	   Maza,	   I.,	   Zviran,	   A.,	   et	   al.	   (2013).	   Derivation	   of	   novel	  
human	  ground	  state	  naive	  pluripotent	  stem	  cells.	  Nature	  504,	  282-‐286.	  

Garnett,	  A.	  T.,	  Han,	  T.	  M.,	  Gilchrist,	  M.	  J.,	  Smith,	  J.	  C.,	  Eisen,	  M.	  B.,	  Wardle,	  F.	  C.	  and	  
Amacher,	   S.	   L.	   (2009).	   Identification	   of	   direct	   T-‐box	   target	   genes	   in	   the	  
developing	  zebrafish	  mesoderm.	  Development	  136,	  749-‐760.	  

Goke,	   J.,	  Chan,	  Y.	  S.,	  Yan,	   J.,	  Vingron,	  M.	  and	  Ng,	  H.	  H.	   (2013).	  Genome-‐wide	  kinase-‐
chromatin	  interactions	  reveal	  the	  regulatory	  network	  of	  ERK	  signaling	  in	  human	  
embryonic	  stem	  cells.	  Mol	  Cell	  50,	  844-‐855.	  

Gritsman,	   K.,	   Talbot,	   W.	   S.	   and	   Schier,	   A.	   F.	   (2000).	   Nodal	   signaling	   patterns	   the	  
organizer.	  Development	  127,	  921-‐932.	  

Guasch,	  G.,	  Schober,	  M.,	  Pasolli,	  H.	  A.,	  Conn,	  E.	  B.,	  Polak,	  L.	  and	  Fuchs,	  E.	  (2007).	  Loss	  
of	   TGFbeta	   signaling	   destabilizes	   homeostasis	   and	   promotes	   squamous	   cell	  
carcinomas	  in	  stratified	  epithelia.	  Cancer	  Cell	  12,	  313-‐327.	  

Gurdon,	   J.	  B.	   and	  Bourillot,	  P.	   Y.	   (2001).	  Morphogen	  gradient	   interpretation.	  Nature	  
413,	  797-‐803.	  

Hagos,	   E.	   G.	   and	  Dougan,	   S.	   T.	   (2007).	  Time-‐dependent	  patterning	  of	   the	  mesoderm	  
and	  endoderm	  by	  Nodal	  signals	  in	  zebrafish.	  BMC	  Dev	  Biol	  7,	  22.	  



	   32	  

Hardy,	   K.	   M.,	   Kirschmann,	   D.	   A.,	   Seftor,	   E.	   A.,	   Margaryan,	   N.	   V.,	   Postovit,	   L.	   M.,	  
Strizzi,	   L.	   and	  Hendrix,	  M.	   J.	   (2010).	  Regulation	  of	   the	  embryonic	  morphogen	  
Nodal	   by	   Notch4	   facilitates	   manifestation	   of	   the	   aggressive	   melanoma	  
phenotype.	  Cancer	  Res	  70,	  10340-‐10350.	  

Harvey,	   S.	   A.	   and	   Smith,	   J.	   C.	   (2009).	  Visualisation	  and	  quantification	  of	  morphogen	  
gradient	  formation	  in	  the	  zebrafish.	  PLoS	  Biol	  7,	  e1000101.	  

Jones,	  C.	  M.,	  Kuehn,	  M.	  R.,	  Hogan,	  B.	  L.,	  Smith,	  J.	  C.	  and	  Wright,	  C.	  V.	  (1995).	  Nodal-‐
related	   signals	   induce	   axial	   mesoderm	   and	   dorsalize	   mesoderm	   during	  
gastrulation.	  Development	  121,	  3651-‐3662.	  

Joseph,	  E.	  M.	  and	  Melton,	  D.	  A.	  (1997).	  Xnr4:	  a	  Xenopus	  nodal-‐related	  gene	  expressed	  
in	  the	  Spemann	  organizer.	  Dev	  Biol	  184,	  367-‐372.	  

Kadaja,	  M.,	  Keyes,	  B.	   E.,	   Lin,	  M.,	  Pasolli,	  H.	  A.,	  Genander,	  M.,	  Polak,	   L.,	   Stokes,	  N.,	  
Zheng,	   D.	   and	   Fuchs,	   E.	   (2014).	  SOX9:	  a	   stem	  cell	   transcriptional	   regulator	  of	  
secreted	  niche	  signaling	  factors.	  Genes	  Dev	  28,	  328-‐341.	  

Kretzschmar,	  M.,	  Doody,	   J.,	  Timokhina,	   I.	  and	  Massague,	   J.	  (1999).	  A	  mechanism	  of	  
repression	  of	  TGFbeta/	  Smad	  signaling	  by	  oncogenic	  Ras.	  Genes	  Dev	  13,	  804-‐816.	  

Kubo,	  A.,	  Shinozaki,	  K.,	  Shannon,	  J.	  M.,	  Kouskoff,	  V.,	  Kennedy,	  M.,	  Woo,	  S.,	  Fehling,	  
H.	  J.	  and	  Keller,	  G.	  (2004).	  Development	  of	  definitive	  endoderm	  from	  embryonic	  
stem	  cells	  in	  culture.	  Development	  131,	  1651-‐1662.	  

Lange,	  C.	  and	  Calegari,	  F.	  (2010).	  Cdks	  and	  cyclins	  link	  G1	  length	  and	  differentiation	  of	  
embryonic,	  neural	  and	  hematopoietic	  stem	  cells.	  Cell	  Cycle	  9,	  1893-‐1900.	  

Lange,	   C.,	   Huttner,	  W.	   B.	   and	   Calegari,	   F.	   (2009).	  Cdk4/cyclinD1	  overexpression	   in	  
neural	  stem	  cells	  shortens	  G1,	  delays	  neurogenesis,	  and	  promotes	  the	  generation	  
and	  expansion	  of	  basal	  progenitors.	  Cell	  Stem	  Cell	  5,	  320-‐331.	  

Lau,	  A.	  L.,	  Kumar,	  T.	  R.,	  Nishimori,	  K.,	  Bonadio,	  J.	  and	  Matzuk,	  M.	  M.	  (2000).	  Activin	  
betaC	  and	  betaE	  genes	  are	  not	  essential	  for	  mouse	  liver	  growth,	  differentiation,	  
and	  regeneration.	  Mol	  Cell	  Biol	  20,	  6127-‐6137.	  

Lawrence,	  M.	  G.,	  Margaryan,	  N.	  V.,	  Loessner,	  D.,	  Collins,	  A.,	  Kerr,	  K.	  M.,	  Turner,	  M.,	  
Seftor,	  E.	  A.,	  Stephens,	  C.	  R.,	  Lai,	  J.,	  Postovit,	  L.	  M.,	  et	  al.	  (2011).	  Reactivation	  of	  
embryonic	  nodal	   signaling	   is	   associated	  with	   tumor	  progression	   and	  promotes	  
the	  growth	  of	  prostate	  cancer	  cells.	  Prostate	  71,	  1198-‐1209.	  

Lee,	  K.	  L.,	  Lim,	  S.	  K.,	  Orlov,	  Y.	  L.,	  Yit	  le,	  Y.,	  Yang,	  H.,	  Ang,	  L.	  T.,	  Poellinger,	  L.	  and	  Lim,	  
B.	   (2011).	   Graded	   Nodal/Activin	   signaling	   titrates	   conversion	   of	   quantitative	  
phospho-‐Smad2	   levels	   into	  qualitative	  embryonic	  stem	  cell	   fate	  decisions.	  PLoS	  
Genet	  7,	  e1002130.	  

Lemischka,	   I.	   R.,	   Raulet,	   D.	   H.	   and	  Mulligan,	   R.	   C.	   (1986).	  Developmental	  potential	  
and	  dynamic	  behavior	  of	  hematopoietic	  stem	  cells.	  Cell	  45,	  917-‐927.	  

Lengner,	   C.	   J.,	   Gimelbrant,	   A.	   A.,	   Erwin,	   J.	   A.,	   Cheng,	   A.	   W.,	   Guenther,	   M.	   G.,	  
Welstead,	  G.	  G.,	  Alagappan,	  R.,	  Frampton,	  G.	  M.,	  Xu,	  P.,	  Muffat,	  J.,	  et	  al.	  (2010).	  
Derivation	  of	  pre-‐X	  inactivation	  human	  embryonic	  stem	  cells	  under	  physiological	  
oxygen	  concentrations.	  Cell	  141,	  872-‐883.	  

Levenstein,	  M.	  E.,	  Ludwig,	  T.	  E.,	  Xu,	  R.	  H.,	  Llanas,	  R.	  A.,	  VanDenHeuvel-‐Kramer,	  K.,	  
Manning,	  D.	  and	  Thomson,	  J.	  A.	  (2006).	  Basic	  fibroblast	  growth	  factor	  support	  
of	  human	  embryonic	  stem	  cell	  self-‐renewal.	  Stem	  Cells	  24,	  568-‐574.	  

Li,	   L.	   and	   Clevers,	   H.	   (2010).	  Coexistence	  of	  quiescent	   and	  active	   adult	   stem	  cells	   in	  
mammals.	  Science	  327,	  542-‐545.	  

Lin,	  X.,	  Duan,	  X.,	   Liang,	  Y.	  Y.,	   Su,	  Y.,	  Wrighton,	  K.	  H.,	   Long,	   J.,	  Hu,	  M.,	  Davis,	  C.	  M.,	  
Wang,	   J.,	   Brunicardi,	   F.	   C.,	   et	   al.	   (2006).	   PPM1A	   functions	   as	   a	   Smad	  
phosphatase	  to	  terminate	  TGFbeta	  signaling.	  Cell	  125,	  915-‐928.	  



	   33	  

Lobo,	  N.	  A.,	  Shimono,	  Y.,	  Qian,	  D.	  and	  Clarke,	  M.	  F.	  (2007).	  The	  biology	  of	  cancer	  stem	  
cells.	  Annu	  Rev	  Cell	  Dev	  Biol	  23,	  675-‐699.	  

Lonardo,	  E.,	  Hermann,	  P.	  C.,	  Mueller,	  M.	  T.,	  Huber,	  S.,	  Balic,	  A.,	  Miranda-‐Lorenzo,	  I.,	  
Zagorac,	  S.,	  Alcala,	  S.,	  Rodriguez-‐Arabaolaza,	   I.,	  Ramirez,	   J.	  C.,	  et	  al.	  (2011).	  
Nodal/Activin	   signaling	   drives	   self-‐renewal	   and	   tumorigenicity	   of	   pancreatic	  
cancer	  stem	  cells	  and	  provides	  a	  target	  for	  combined	  drug	  therapy.	  Cell	  Stem	  Cell	  
9,	  433-‐446.	  

Luisi,	   S.,	   Florio,	  P.,	  Reis,	   F.	  M.	   and	  Petraglia,	   F.	   (2001).	  Expression	  and	  secretion	  of	  
activin	   A:	   possible	   physiological	   and	   clinical	   implications.	   European	   journal	   of	  
endocrinology	  /	  European	  Federation	  of	  Endocrine	  Societies	  145,	  225-‐236.	  

Mali,	  P.,	   Yang,	   L.,	   Esvelt,	  K.	  M.,	  Aach,	   J.,	  Guell,	  M.,	  DiCarlo,	   J.	   E.,	  Norville,	   J.	   E.	   and	  
Church,	  G.	  M.	  (2013).	  RNA-‐guided	  human	  genome	  engineering	  via	  Cas9.	  Science	  
339,	  823-‐826.	  

Massague,	  J.	  (2004).	  G1	  cell-‐cycle	  control	  and	  cancer.	  Nature	  432,	  298-‐306.	  
-‐-‐-‐-‐	  (2008).	  TGFbeta	  in	  Cancer.	  Cell	  134,	  215-‐230.	  
-‐-‐-‐-‐	  (2012).	  TGF-‐beta	  signaling	  in	  development	  and	  disease.	  FEBS	  Lett	  586,	  1833.	  
Massague,	  J.,	  Seoane,	  J.	  and	  Wotton,	  D.	  (2005).	  Smad	  transcription	  factors.	  Genes	  Dev	  

19,	  2783-‐2810.	  
Matzuk,	  M.	  M.	  (1995).	  Functional	  analysis	  of	  mammalian	  members	  of	  the	  transforming	  

growth	  factor-‐beta	  superfamily.	  Trends	  Endocrinol	  Metab	  6,	  120-‐127.	  
Matzuk,	  M.	  M.,	  Finegold,	  M.	   J.,	   Su,	   J.	  G.,	  Hsueh,	  A.	   J.	   and	  Bradley,	  A.	   (1992).	  Alpha-‐

inhibin	   is	   a	   tumour-‐suppressor	   gene	   with	   gonadal	   specificity	   in	   mice.	   Nature	  
360,	  313-‐319.	  

Matzuk,	  M.	  M.,	  Kumar,	  T.	  R.	  and	  Bradley,	  A.	   (1995a).	  Different	  phenotypes	  for	  mice	  
deficient	  in	  either	  activins	  or	  activin	  receptor	  type	  II.	  Nature	  374,	  356-‐360.	  

Matzuk,	  M.	  M.,	  Kumar,	  T.	  R.,	  Vassalli,	  A.,	  Bickenbach,	  J.	  R.,	  Roop,	  D.	  R.,	  Jaenisch,	  R.	  
and	   Bradley,	   A.	   (1995b).	   Functional	   analysis	   of	   activins	   during	   mammalian	  
development.	  Nature	  374,	  354-‐356.	  

Mesnard,	  D.,	  Guzman-‐Ayala,	  M.	  and	  Constam,	  D.	  B.	  (2006).	  Nodal	  specifies	  embryonic	  
visceral	   endoderm	   and	   sustains	   pluripotent	   cells	   in	   the	   epiblast	   before	   overt	  
axial	  patterning.	  Development	  133,	  2497-‐2505.	  

Messenger,	   N.	   J.,	   Kabitschke,	   C.,	   Andrews,	   R.,	   Grimmer,	   D.,	   Nunez	   Miguel,	   R.,	  
Blundell,	  T.	   L.,	   Smith,	   J.	   C.	   and	  Wardle,	   F.	   C.	   (2005).	  Functional	  specificity	  of	  
the	  Xenopus	  T-‐domain	  protein	  Brachyury	   is	   conferred	  by	   its	   ability	   to	   interact	  
with	  Smad1.	  Dev	  Cell	  8,	  599-‐610.	  

Morley,	   R.	   H.,	   Lachani,	   K.,	   Keefe,	   D.,	   Gilchrist,	   M.	   J.,	   Flicek,	   P.,	   Smith,	   J.	   C.	   and	  
Wardle,	   F.	   C.	   (2009).	  A	   gene	   regulatory	  network	  directed	  by	   zebrafish	  No	   tail	  
accounts	  for	  its	  roles	  in	  mesoderm	  formation.	  Proc	  Natl	  Acad	  Sci	  U	  S	  A	  106,	  3829-‐
3834.	  

Mullen,	   A.	   C.,	   Orlando,	   D.	   A.,	   Newman,	   J.	   J.,	   Loven,	   J.,	   Kumar,	   R.	  M.,	   Bilodeau,	   S.,	  
Reddy,	   J.,	   Guenther,	   M.	   G.,	   DeKoter,	   R.	   P.	   and	   Young,	   R.	   A.	   (2011).	  Master	  
transcription	   factors	   determine	   cell-‐type-‐specific	   responses	   to	   TGF-‐beta	  
signaling.	  Cell	  147,	  565-‐576.	  

Nichols,	   J.,	   Chambers,	   I.,	   Taga,	   T.	   and	   Smith,	   A.	   (2001).	   Physiological	   rationale	   for	  
responsiveness	  of	  mouse	  embryonic	  stem	  cells	  to	  gp130	  cytokines.	  Development	  
128,	  2333-‐2339.	  

Niwa,	   H.,	   Toyooka,	   Y.,	   Shimosato,	   D.,	   Strumpf,	   D.,	   Takahashi,	   K.,	   Yagi,	   R.	   and	  
Rossant,	   J.	   (2005).	   Interaction	   between	   Oct3/4	   and	   Cdx2	   determines	  
trophectoderm	  differentiation.	  Cell	  123,	  917-‐929.	  



	   34	  

Ogawa,	  K.,	  Saito,	  A.,	  Matsui,	  H.,	  Suzuki,	  H.,	  Ohtsuka,	  S.,	  Shimosato,	  D.,	  Morishita,	  Y.,	  
Watabe,	   T.,	   Niwa,	   H.	   and	   Miyazono,	   K.	   (2007).	   Activin-‐Nodal	   signaling	   is	  
involved	  in	  propagation	  of	  mouse	  embryonic	  stem	  cells.	  J	  Cell	  Sci	  120,	  55-‐65.	  

Oki,	   S.,	   Hashimoto,	   R.,	   Okui,	   Y.,	   Shen,	  M.	  M.,	  Mekada,	   E.,	   Otani,	   H.,	   Saijoh,	   Y.	   and	  
Hamada,	  H.	  (2007).	  Sulfated	  glycosaminoglycans	  are	  necessary	  for	  Nodal	  signal	  
transmission	   from	   the	   node	   to	   the	   left	   lateral	   plate	   in	   the	   mouse	   embryo.	  
Development	  134,	  3893-‐3904.	  

Orford,	   K.	   W.	   and	   Scadden,	   D.	   T.	   (2008).	   Deconstructing	   stem	   cell	   self-‐renewal:	  
genetic	  insights	  into	  cell-‐cycle	  regulation.	  Nat	  Rev	  Genet	  9,	  115-‐128.	  

Orkin,	   S.	  H.	   and	  Zon,	  L.	   I.	   (2008).	  Hematopoiesis:	  an	  evolving	  paradigm	  for	  stem	  cell	  
biology.	  Cell	  132,	  631-‐644.	  

Oshimori,	   N.	   and	   Fuchs,	   E.	   (2012a).	  The	  harmonies	  played	  by	  TGF-‐beta	   in	   stem	  cell	  
biology.	  Cell	  Stem	  Cell	  11,	  751-‐764.	  

-‐-‐-‐-‐	  (2012b).	  Paracrine	  TGF-‐beta	  signaling	  counterbalances	  BMP-‐mediated	  repression	  in	  
hair	  follicle	  stem	  cell	  activation.	  Cell	  Stem	  Cell	  10,	  63-‐75.	  

Pan,	  G.,	  Tian,	  S.,	  Nie,	  J.,	  Yang,	  C.,	  Ruotti,	  V.,	  Wei,	  H.,	  Jonsdottir,	  G.	  A.,	  Stewart,	  R.	  and	  
Thomson,	  J.	  A.	  (2007).	  Whole-‐genome	  analysis	  of	  histone	  H3	  lysine	  4	  and	  lysine	  
27	  methylation	  in	  human	  embryonic	  stem	  cells.	  Cell	  Stem	  Cell	  1,	  299-‐312.	  

Pang,	  K.,	  Ryan,	  J.	  F.,	  Baxevanis,	  A.	  D.	  and	  Martindale,	  M.	  Q.	  (2011).	  Evolution	  of	  the	  
TGF-‐beta	  signaling	  pathway	  and	  its	  potential	  role	  in	  the	  ctenophore,	  Mnemiopsis	  
leidyi.	  PLoS	  One	  6,	  e24152.	  

Pauklin,	  S.	  and	  Vallier,	  L.	  (2013).	  The	  cell-‐cycle	  state	  of	  stem	  cells	  determines	  cell	  fate	  
propensity.	  Cell	  155,	  135-‐147.	  

Postovit,	   L.	   M.,	   Margaryan,	   N.	   V.,	   Seftor,	   E.	   A.,	   Kirschmann,	   D.	   A.,	   Lipavsky,	   A.,	  
Wheaton,	  W.	  W.,	  Abbott,	  D.	  E.,	  Seftor,	  R.	  E.	  and	  Hendrix,	  M.	  J.	  (2008).	  Human	  
embryonic	   stem	   cell	  microenvironment	   suppresses	   the	   tumorigenic	   phenotype	  
of	  aggressive	  cancer	  cells.	  Proc	  Natl	  Acad	  Sci	  U	  S	  A	  105,	  4329-‐4334.	  

Qiu,	  W.,	  Li,	  X.,	  Tang,	  H.,	  Huang,	  A.	  S.,	  Panteleyev,	  A.	  A.,	  Owens,	  D.	  M.	  and	  Su,	  G.	  H.	  
(2011).	  Conditional	  activin	  receptor	  type	  1B	  (Acvr1b)	  knockout	  mice	  reveal	  hair	  
loss	  abnormality.	  J	  Invest	  Dermatol	  131,	  1067-‐1076.	  

Quail,	  D.	  F.,	   Siegers,	  G.	  M.,	   Jewer,	  M.	  and	  Postovit,	  L.	  M.	   (2013).	  Nodal	  signalling	  in	  
embryogenesis	  and	  tumourigenesis.	  Int	  J	  Biochem	  Cell	  Biol	  45,	  885-‐898.	  

Rebagliati,	  M.	  R.,	  Toyama,	  R.,	  Fricke,	  C.,	  Haffter,	  P.	  and	  Dawid,	  I.	  B.	  (1998).	  Zebrafish	  
nodal-‐related	  genes	  are	  implicated	  in	  axial	  patterning	  and	  establishing	  left-‐right	  
asymmetry.	  Dev	  Biol	  199,	  261-‐272.	  

Robertson,	  E.,	  Bradley,	  A.,	  Kuehn,	  M.	  and	  Evans,	  M.	  (1986).	  Germ-‐line	  transmission	  
of	  genes	  introduced	  into	  cultured	  pluripotential	  cells	  by	  retroviral	  vector.	  Nature	  
323,	  445-‐448.	  

Ross,	  S.	  and	  Hill,	  C.	  S.	  (2008).	  How	  the	  Smads	  regulate	  transcription.	  Int	  J	  Biochem	  Cell	  
Biol	  40,	  383-‐408.	  

Saijoh,	  Y.,	  Oki,	  S.,	  Ohishi,	  S.	  and	  Hamada,	  H.	  (2003).	  Left-‐right	  patterning	  of	  the	  mouse	  
lateral	  plate	  requires	  nodal	  produced	  in	  the	  node.	  Dev	  Biol	  256,	  160-‐172.	  

Sakaki-‐Yumoto,	  M.,	  Liu,	  J.,	  Ramalho-‐Santos,	  M.,	  Yoshida,	  N.	  and	  Derynck,	  R.	  (2013).	  
Smad2	  is	  essential	  for	  maintenance	  of	  the	  human	  and	  mouse	  primed	  pluripotent	  
stem	  cell	  state.	  J	  Biol	  Chem	  288,	  18546-‐18560.	  

Sampath,	  K.,	  Rubinstein,	  A.	  L.,	  Cheng,	  A.	  M.,	  Liang,	  J.	  O.,	  Fekany,	  K.,	  Solnica-‐Krezel,	  
L.,	  Korzh,	  V.,	  Halpern,	  M.	  E.	  and	  Wright,	  C.	  V.	  (1998).	  Induction	  of	  the	  zebrafish	  
ventral	  brain	  and	  floorplate	  requires	  cyclops/nodal	  signalling.	  Nature	  395,	  185-‐
189.	  



	   35	  

Sato,	  N.,	   Sanjuan,	   I.	  M.,	  Heke,	  M.,	  Uchida,	  M.,	  Naef,	  F.	   and	  Brivanlou,	  A.	  H.	   (2003).	  
Molecular	  signature	  of	  human	  embryonic	  stem	  cells	  and	  its	  comparison	  with	  the	  
mouse.	  Dev	  Biol	  260,	  404-‐413.	  

Sato,	   T.	   and	   Clevers,	   H.	   (2013).	   Growing	   self-‐organizing	   mini-‐guts	   from	   a	   single	  
intestinal	  stem	  cell:	  mechanism	  and	  applications.	  Science	  340,	  1190-‐1194.	  

Schepers,	  A.	  G.,	  Snippert,	  H.	  J.,	  Stange,	  D.	  E.,	  van	  den	  Born,	  M.,	  van	  Es,	  J.	  H.,	  van	  de	  
Wetering,	  M.	   and	   Clevers,	   H.	   (2012).	   Lineage	   tracing	   reveals	  Lgr5+	   stem	  cell	  
activity	  in	  mouse	  intestinal	  adenomas.	  Science	  337,	  730-‐735.	  

Schier,	  A.	  F.	  (2009).	  Nodal	  morphogens.	  Cold	  Spring	  Harb	  Perspect	  Biol	  1,	  a003459.	  
Schier,	  A.	  F.,	  Neuhauss,	  S.	  C.,	  Helde,	  K.	  A.,	  Talbot,	  W.	  S.	  and	  Driever,	  W.	  (1997).	  The	  

one-‐eyed	   pinhead	   gene	   functions	   in	   mesoderm	   and	   endoderm	   formation	   in	  
zebrafish	  and	  interacts	  with	  no	  tail.	  Development	  124,	  327-‐342.	  

Schier,	  A.	  F.	  and	  Talbot,	  W.	  S.	  (2005).	  Molecular	  genetics	  of	  axis	  formation	  in	  zebrafish.	  
Annu	  Rev	  Genet	  39,	  561-‐613.	  

Schober,	   M.	   and	   Fuchs,	   E.	   (2011).	   Tumor-‐initiating	   stem	   cells	   of	   squamous	   cell	  
carcinomas	   and	   their	   control	   by	   TGF-‐beta	   and	   integrin/focal	   adhesion	   kinase	  
(FAK)	  signaling.	  Proc	  Natl	  Acad	  Sci	  U	  S	  A	  108,	  10544-‐10549.	  

Seftor,	  R.	  E.,	  Hess,	  A.	  R.,	  Seftor,	  E.	  A.,	  Kirschmann,	  D.	  A.,	  Hardy,	  K.	  M.,	  Margaryan,	  N.	  
V.	   and	   Hendrix,	   M.	   J.	   (2012).	   Tumor	   cell	   vasculogenic	   mimicry:	   from	  
controversy	  to	  therapeutic	  promise.	  Am	  J	  Pathol	  181,	  1115-‐1125.	  

Shi,	  Y.	  and	  Massague,	  J.	  (2003).	  Mechanisms	  of	  TGF-‐beta	  signaling	  from	  cell	  membrane	  
to	  the	  nucleus.	  Cell	  113,	  685-‐700.	  

Sieburg,	  H.	  B.,	  Cho,	  R.	  H.,	  Dykstra,	  B.,	  Uchida,	  N.,	  Eaves,	  C.	  J.	  and	  Muller-‐Sieburg,	  C.	  
E.	  (2006).	  The	  hematopoietic	  stem	  compartment	  consists	  of	  a	  limited	  number	  of	  
discrete	  stem	  cell	  subsets.	  Blood	  107,	  2311-‐2316.	  

Singh,	  A.	  M.,	  Reynolds,	  D.,	  Cliff,	  T.,	  Ohtsuka,	  S.,	  Mattheyses,	  A.	  L.,	  Sun,	  Y.,	  Menendez,	  
L.,	   Kulik,	   M.	   and	   Dalton,	   S.	   (2012).	   Signaling	   network	   crosstalk	   in	   human	  
pluripotent	  cells:	  a	  Smad2/3-‐regulated	  switch	  that	  controls	  the	  balance	  between	  
self-‐renewal	  and	  differentiation.	  Cell	  Stem	  Cell	  10,	  312-‐326.	  

Sinner,	   D.,	   Rankin,	   S.,	   Lee,	   M.	   and	   Zorn,	   A.	   M.	   (2004).	   Sox17	   and	   beta-‐catenin	  
cooperate	  to	  regulate	  the	  transcription	  of	  endodermal	  genes.	  Development	  131,	  
3069-‐3080.	  

Smith,	   J.	  C.,	  Hagemann,	  A.,	   Saka,	  Y.	  and	  Williams,	  P.	  H.	   (2008).	  Understanding	  how	  
morphogens	  work.	  Philos	  Trans	  R	  Soc	  Lond	  B	  Biol	  Sci	  363,	  1387-‐1392.	  

Spiller,	   C.	  M.,	   Feng,	   C.	  W.,	   Jackson,	  A.,	   Gillis,	   A.	   J.,	   Rolland,	  A.	  D.,	   Looijenga,	   L.	  H.,	  
Koopman,	  P.	  and	  Bowles,	  J.	  (2012).	  Endogenous	  Nodal	  signaling	  regulates	  germ	  
cell	   potency	   during	   mammalian	   testis	   development.	   Development	   139,	   4123-‐
4132.	  

Strizzi,	  L.,	  Hardy,	  K.	  M.,	  Kirschmann,	  D.	  A.,	  Ahrlund-‐Richter,	  L.	  and	  Hendrix,	  M.	   J.	  
(2012).	   Nodal	   expression	   and	   detection	   in	   cancer:	   experience	   and	   challenges.	  
Cancer	  Res	  72,	  1915-‐1920.	  

Suzuki,	  A.,	  Raya,	  A.,	  Kawakami,	  Y.,	  Morita,	  M.,	  Matsui,	  T.,	  Nakashima,	  K.,	  Gage,	  F.	  H.,	  
Rodriguez-‐Esteban,	   C.	   and	   Izpisua	   Belmonte,	   J.	   C.	   (2006).	   Nanog	   binds	   to	  
Smad1	   and	   blocks	   bone	   morphogenetic	   protein-‐induced	   differentiation	   of	  
embryonic	  stem	  cells.	  Proc	  Natl	  Acad	  Sci	  U	  S	  A	  103,	  10294-‐10299.	  

Tam,	  P.	  P.	  and	  Loebel,	  D.	  A.	  (2007).	  Gene	  function	  in	  mouse	  embryogenesis:	  get	  set	  for	  
gastrulation.	  Nat	  Rev	  Genet	  8,	  368-‐381.	  



	   36	  

Teo,	  A.	  K.,	  Arnold,	  S.	  J.,	  Trotter,	  M.	  W.,	  Brown,	  S.,	  Ang,	  L.	  T.,	  Chng,	  Z.,	  Robertson,	  E.	  J.,	  
Dunn,	   N.	   R.	   and	   Vallier,	   L.	   (2011).	   Pluripotency	   factors	   regulate	   definitive	  
endoderm	  specification	  through	  eomesodermin.	  Genes	  Dev	  25,	  238-‐250.	  

Theunissen,	  T.	  W.,	  Powell,	  B.	  E.,	  Wang,	  H.,	  Mitalipova,	  M.,	  Faddah,	  D.	  A.,	  Reddy,	  J.,	  
Fan,	  Z.	  P.,	  Maetzel,	  D.,	  Ganz,	  K.,	  Shi,	  L.,	  et	  al.	  (2014).	  Systematic	  identification	  of	  
culture	  conditions	  for	  induction	  and	  maintenance	  of	  naive	  human	  pluripotency.	  
Cell	  Stem	  Cell	  15,	  471-‐487.	  

Tomoda,	  K.,	  Takahashi,	  K.,	  Leung,	  K.,	  Okada,	  A.,	  Narita,	  M.,	  Yamada,	  N.	  A.,	  Eilertson,	  
K.	   E.,	   Tsang,	   P.,	   Baba,	   S.,	   White,	   M.	   P.,	   et	   al.	   (2012).	   Derivation	   conditions	  
impact	  X-‐inactivation	  status	  in	  female	  human	  induced	  pluripotent	  stem	  cells.	  Cell	  
Stem	  Cell	  11,	  91-‐99.	  

Topczewska,	  J.	  M.,	  Postovit,	  L.	  M.,	  Margaryan,	  N.	  V.,	  Sam,	  A.,	  Hess,	  A.	  R.,	  Wheaton,	  
W.	  W.,	   Nickoloff,	   B.	   J.,	   Topczewski,	   J.	   and	  Hendrix,	  M.	   J.	   (2006).	  Embryonic	  
and	   tumorigenic	   pathways	   converge	   via	   Nodal	   signaling:	   role	   in	   melanoma	  
aggressiveness.	  Nat	  Med	  12,	  925-‐932.	  

Toyooka,	   Y.,	   Shimosato,	   D.,	   Murakami,	   K.,	   Takahashi,	   K.	   and	   Niwa,	   H.	   (2008).	  
Identification	  and	  characterization	  of	  subpopulations	  in	  undifferentiated	  ES	  cell	  
culture.	  Development	  135,	  909-‐918.	  

Trompouki,	   E.,	   Bowman,	   T.	   V.,	   Lawton,	   L.	   N.,	   Fan,	   Z.	   P.,	   Wu,	   D.	   C.,	   DiBiase,	   A.,	  
Martin,	   C.	   S.,	   Cech,	   J.	   N.,	   Sessa,	   A.	   K.,	   Leblanc,	   J.	   L.,	   et	   al.	   (2011).	   Lineage	  
regulators	   direct	   BMP	   and	   Wnt	   pathways	   to	   cell-‐specific	   programs	   during	  
differentiation	  and	  regeneration.	  Cell	  147,	  577-‐589.	  

Tsuchida,	  K.,	  Nakatani,	  M.,	  Yamakawa,	  N.,	  Hashimoto,	  O.,	  Hasegawa,	  Y.	  and	  Sugino,	  
H.	   (2004).	   Activin	   isoforms	   signal	   through	   type	   I	   receptor	   serine/threonine	  
kinase	  ALK7.	  Mol	  Cell	  Endocrinol	  220,	  59-‐65.	  

Tsuneyoshi,	   N.,	   Tan,	   E.	   K.,	   Sadasivam,	   A.,	   Poobalan,	   Y.,	   Sumi,	   T.,	   Nakatsuji,	   N.,	  
Suemori,	   H.	   and	   Dunn,	   N.	   R.	   (2012).	   The	   SMAD2/3	   corepressor	   SNON	  
maintains	  pluripotency	  through	  selective	  repression	  of	  mesendodermal	  genes	  in	  
human	  ES	  cells.	  Genes	  Dev	  26,	  2471-‐2476.	  

Tumbar,	  T.,	  Guasch,	  G.,	  Greco,	  V.,	  Blanpain,	  C.,	  Lowry,	  W.	  E.,	  Rendl,	  M.	  and	  Fuchs,	  E.	  
(2004).	  Defining	  the	  epithelial	  stem	  cell	  niche	  in	  skin.	  Science	  303,	  359-‐363.	  

Vale,	  W.,	  Rivier,	  J.,	  Vaughan,	  J.,	  McClintock,	  R.,	  Corrigan,	  A.,	  Woo,	  W.,	  Karr,	  D.	  and	  
Spiess,	   J.	   (1986).	  Purification	  and	  characterization	  of	   an	  FSH	  releasing	  protein	  
from	  porcine	  ovarian	  follicular	  fluid.	  Nature	  321,	  776-‐779.	  

Vallier,	   L.,	   Alexander,	   M.	   and	   Pedersen,	   R.	   A.	   (2005).	   Activin/Nodal	   and	   FGF	  
pathways	  cooperate	  to	  maintain	  pluripotency	  of	  human	  embryonic	  stem	  cells.	   J	  
Cell	  Sci	  118,	  4495-‐4509.	  

Vallier,	  L.,	  Mendjan,	  S.,	  Brown,	  S.,	  Chng,	  Z.,	  Teo,	  A.,	  Smithers,	  L.	  E.,	  Trotter,	  M.	  W.,	  
Cho,	  C.	  H.,	  Martinez,	  A.,	  Rugg-‐Gunn,	  P.,	  et	  al.	  (2009a).	  Activin/Nodal	  signalling	  
maintains	   pluripotency	   by	   controlling	   Nanog	   expression.	   Development	   136,	  
1339-‐1349.	  

Vallier,	  L.,	  Reynolds,	  D.	  and	  Pedersen,	  R.	  A.	  (2004).	  Nodal	  inhibits	  differentiation	  of	  
human	   embryonic	   stem	   cells	   along	   the	   neuroectodermal	   default	   pathway.	  Dev	  
Biol	  275,	  403-‐421.	  

Vallier,	   L.,	  Touboul,	  T.,	  Brown,	   S.,	   Cho,	  C.,	  Bilican,	  B.,	  Alexander,	  M.,	   Cedervall,	   J.,	  
Chandran,	   S.,	   Ahrlund-‐Richter,	   L.,	   Weber,	   A.,	   et	   al.	   (2009b).	   Signaling	  
pathways	  controlling	  pluripotency	  and	  early	  cell	  fate	  decisions	  of	  human	  induced	  
pluripotent	  stem	  cells.	  Stem	  Cells	  27,	  2655-‐2666.	  



	   37	  

Vallier,	  L.,	  Touboul,	  T.,	  Chng,	  Z.,	  Brimpari,	  M.,	  Hannan,	  N.,	  Millan,	  E.,	  Smithers,	  L.	  E.,	  
Trotter,	  M.,	  Rugg-‐Gunn,	  P.,	  Weber,	  A.,	  et	  al.	  (2009c).	  Early	  cell	  fate	  decisions	  of	  
human	  embryonic	  stem	  cells	  and	  mouse	  epiblast	  stem	  cells	  are	  controlled	  by	  the	  
same	  signalling	  pathways.	  PLoS	  One	  4,	  e6082.	  

Wrana,	  J.	  L.	  (2000).	  Regulation	  of	  Smad	  activity.	  Cell	  100,	  189-‐192.	  
Wrana,	  J.	  L.,	  Attisano,	  L.,	  Wieser,	  R.,	  Ventura,	  F.	  and	  Massague,	  J.	  (1994).	  Mechanism	  

of	  activation	  of	  the	  TGF-‐beta	  receptor.	  Nature	  370,	  341-‐347.	  
Xu,	   R.	   H.,	   Sampsell-‐Barron,	   T.	   L.,	   Gu,	   F.,	   Root,	   S.,	   Peck,	   R.	   M.,	   Pan,	   G.,	   Yu,	   J.,	  

Antosiewicz-‐Bourget,	   J.,	  Tian,	  S.,	  Stewart,	  R.,	  et	  al.	  (2008).	  NANOG	  is	  a	  direct	  
target	  of	  TGFbeta/activin-‐mediated	  SMAD	  signaling	  in	  human	  ESCs.	  Cell	  Stem	  Cell	  
3,	  196-‐206.	  

Yamazaki,	  S.,	  Ema,	  H.,	  Karlsson,	  G.,	  Yamaguchi,	  T.,	  Miyoshi,	  H.,	  Shioda,	  S.,	  Taketo,	  
M.	   M.,	   Karlsson,	   S.,	   Iwama,	   A.	   and	   Nakauchi,	   H.	   (2011).	   Nonmyelinating	  
Schwann	  cells	  maintain	  hematopoietic	  stem	  cell	  hibernation	  in	  the	  bone	  marrow	  
niche.	  Cell	  147,	  1146-‐1158.	  

Yamazaki,	  S.,	  Iwama,	  A.,	  Takayanagi,	  S.,	  Morita,	  Y.,	  Eto,	  K.,	  Ema,	  H.	  and	  Nakauchi,	  H.	  
(2006).	  Cytokine	  signals	  modulated	  via	  lipid	  rafts	  mimic	  niche	  signals	  and	  induce	  
hibernation	  in	  hematopoietic	  stem	  cells.	  EMBO	  J	  25,	  3515-‐3523.	  

Ying,	  Q.	  L.,	  Nichols,	  J.,	  Chambers,	  I.	  and	  Smith,	  A.	  (2003).	  BMP	  induction	  of	  Id	  proteins	  
suppresses	   differentiation	   and	   sustains	   embryonic	   stem	   cell	   self-‐renewal	   in	  
collaboration	  with	  STAT3.	  Cell	  115,	  281-‐292.	  

Ying,	  Q.	  L.,	  Wray,	  J.,	  Nichols,	  J.,	  Batlle-‐Morera,	  L.,	  Doble,	  B.,	  Woodgett,	  J.,	  Cohen,	  P.	  
and	   Smith,	   A.	   (2008).	   The	   ground	   state	   of	   embryonic	   stem	   cell	   self-‐renewal.	  
Nature	  453,	  519-‐523.	  

Yu,	  P.,	  Pan,	  G.,	  Yu,	   J.	  and	  Thomson,	   J.	  A.	  (2011).	  FGF2	  Sustains	  NANOG	  and	  Switches	  
the	  Outcome	  of	  BMP4-‐Induced	  Human	  Embryonic	  Stem	  Cell	  Differentiation.	  Cell	  
Stem	  Cell	  8,	  326-‐334.	  

Zhang,	  P.,	  Li,	  J.,	  Tan,	  Z.,	  Wang,	  C.,	  Liu,	  T.,	  Chen,	  L.,	  Yong,	  J.,	  Jiang,	  W.,	  Sun,	  X.,	  Du,	  L.,	  et	  
al.	  (2008).	  Short-‐term	  BMP-‐4	  treatment	  initiates	  mesoderm	  induction	  in	  human	  
embryonic	  stem	  cells.	  Blood	  111,	  1933-‐1941.	  

Zhang,	  Y.,	  Chang,	  C.,	  Gehling,	  D.	  J.,	  Hemmati-‐Brivanlou,	  A.	  and	  Derynck,	  R.	  (2001).	  
Regulation	  of	  Smad	  degradation	  and	  activity	  by	  Smurf2,	  an	  E3	  ubiquitin	   ligase.	  
Proc	  Natl	  Acad	  Sci	  U	  S	  A	  98,	  974-‐979.	  

Zhou,	  X.,	  Sasaki,	  H.,	  Lowe,	  L.,	  Hogan,	  B.	  L.	  and	  Kuehn,	  M.	  R.	  (1993).	  Nodal	  is	  a	  novel	  
TGF-‐beta-‐like	   gene	   expressed	   in	   the	   mouse	   node	   during	   gastrulation.	   Nature	  
361,	  543-‐547.	  

Zhu,	  Q.,	  Krakowski,	  A.	  R.,	  Dunham,	  E.	  E.,	  Wang,	  L.,	  Bandyopadhyay,	  A.,	  Berdeaux,	  
R.,	  Martin,	  G.	   S.,	   Sun,	   L.	   and	  Luo,	  K.	   (2007).	  Dual	  role	  of	  SnoN	  in	  mammalian	  
tumorigenesis.	  Mol	  Cell	  Biol	  27,	  324-‐339.	  

	  
	  

	  

	  

	  

	  



Nodal Lefty

Nodal
prevails

Lefty
prevails

D
is

ta
nc

e 
fro

m
 N

od
al

 p
ro

du
ct

io
n 

M
ic

ro
en

vi
ro

nm
en

t

Nodal production

Box 1. Pauklin et al. Development



Smad6

Smad2
Smad3

Smad
1/5/8

TF1 TF2

Smad4Smad2
Smad3

Smad
1/5/8

Nucleus

Cytoplasm

Smad

ALK4/7

Activins

ALK1/3ALK1/3
ALK2/6

BMPRIIBMPRII
ACVRII
BMPRII

BMPs
GDFs

ACVRIIA
ACVRIIB CRIPTO1

Extracellular

TF1 TF2TF2

Activins

P P

Figure 1. Pauklin et al. Development

R-Smads

I-Smads

Co-Smads

Follistatin

Cerberus
Lefty1/2

ACVRIIA
ACVRIIB

ALK4/7

BMPRIIBMPRII
ACVRIIACVRII
BMPRIIBMPRII

ALK1/3ALK1/3
ALK2/6

Type II 
receptor

Type I
receptor

Type II 
receptor

Type I
receptor

LigandsLigand antagonists Ligands

R-Smads

Smad7

Co-Smads

Smad
1/5/8

P

1/5/8
P

Smad2
Smad3

P

Smad3
P

Smad1/5/8

Smad2/3

Nodal

Smad4 PPP

P

Smad4

P

P

Smad2
Smad3 TF1 RNA pol II



T2
77

MH1

T2
77

T2
77

LINKER MH2

K5
07NLS

MH1MH1

DNA

ERK

S1
97

/S
15

7

T2
20

/T
17

9

S2
06

S2
50

/S
20

8

S2
55

/S
21

3

S2
60

MH1 LINKER MH2

S4
65

/S
42

3
S4

67
/S

42
5

NLS DNA NES

GRK2 JNK p38 ROCK CaMKII ALK1/2/3/6

PPM1A         SCPs

T8

CDKGSK3ßPKC ERK CK182 Mps1

S4
7/

S3
7

T6
6 

(S
m

ad
3)

S1
10

/S
70

S2
45

/S
20

4

PP
X

Y

S4
18

 (S
m

ad
3)

NES

ERK

MH1MH1

DNADNA

MH1

K1
13 NESNES

K1
59

PIAS Ubi E3PIAS Ubi E3PIAS Ubi E3       Ubi E3

MH2

p300 HAT CK182 Mps1CK182 Mps1CK182 Mps1CK182 Mps1CK182 Mps1CK182 Mps1CK182 Mps1p300 HATGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIIGRK2 JNK p38 ROCK CaMKIICDKGSK3ß ERK p300 HATp300 HAT

MH1

NLS DNA

T8 S4
7/

S3
7

T6
6 

(S
m

ad
3)

NLS DNA

T6
6 

(S
m

ad
3)

NLS DNA

GSK3ßPKC

Smad2
Smad3

Smad4

MH1 LINKER MH2MH1

K7
0

ERKERKp300 HAT

MH1

Smurf2Smurf2Smurf2Smurf2Smurf2

LINKERLINKER

PP
X

Y

LINKER

S2
49

K7
0

K6
4

p300 HATp300 HATp300 HATp300 HATp300 HAT Smurf2

K7
0

K7
0

K6
4

K6
4

K6
4

K6
4

Smad7

Figure 2. Pauklin et al. Development

Smurfs



Figure 3. Pauklin et al. Development
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Figure 5. Pauklin et al. Development
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