Additional File 2

DNA methylation and gene expression datasets of inflammation related diseases

used in Step 2

Disease Abbreviation =~ Methylation Expression Cell Type
Data Source Data Source
Allergy Allergy GSE50387 GSE50387 CD4+ T cell
Asthma Asthma GSE52074 GSE18965 Airway epithe-
lial cell
Ulcerative Coli- Colitis GSE32149 GSE3365 PBMC
tis
Crohns’ Disease  Crohn GSE32149 GSE3365 PBMC
Rheumatoid RA GSE42861 GSE15573 PBMC
Arthritis
Chronic Fatigue CFS GSE59489 GSE14577 PBMC
Syndrome
Systemic Lupus SLE GSE59250 GSE46907 CD14+
Erythematosus
Colon Cancer ColonCancer TCGA (Batch TCGA (Batch Colon
76) 28 and 76)
Type 2 Diabetes T2D Dayeh et al. [1] GSE41762 Pancreatic
islets
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