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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Validation

The authors declare that all data supporting the findings of this study are available within the article and its supplementary information files or from the
corresponding authors upon request. Each batch of the RNA sequencing data has been deposited in the Array Express database and can be retrieved by the
following access IDs: E-MTAB-9841 (Batch 1), E-MTAB-10855 (Batch 2) and E-MTAB-10885 (Batch 3) which will be released upon publication. A user-friendly website
is available at http://bioinf.stemcells.cam.ac.uk:3838/khaled_wUFt1bHfmC/twigger/ to enable Data exploration. All computational analyses were performed in R
(Versions 3.5.3-4.1.0) using standard functions unless otherwise indicated. TCGA data was accessed through the R package TCGAbiolinks version 2.20.0.

Sample size was limited by availability.

No data was excluded from analysis

All experiments were conducted in 2-10 different biological replicates, as described in the manuscript.

Randomization was not necessary as we were not testing different experimental conditions.

Blinding was not relevant for this study as no treatments were provided to the participants.

CD45-PB (V450, catalogue number: 560368, BD, Heidelberg, Germany), EpCAM-FITC (catalogue number:GTX79849-100, GeneTex),
CD49f-PE (catalogue number: 555736,BD), anti-human Folate Receptors ! and " (FR-!")-PE (catalogue number: 391805, Biolegend),
CD45-PB (catalogue number: 304021, Biolegend, California, U.S.), CK8/18 antibody (DLN-010750, Dianova, Castelldefels, Spain), Anti-
Mouse IgG Alexa Fluor 488 Donkey Anti-Mouse IgG (A21202,ThermoFisher Scientific,Waltham, U.S.)

FACS antibodies used were described previously in Linnemann et al. 2015. Staining pattern of CD45 was the same across the different
antibodies. Negative control is shown for FR-!". Staining for CK8-18 was not observed in all cells and when it was it was specific to
the correct region of the cells (intermediate filaments). All pictures taken was normalized to a secondary only control.




