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Validation

For experiments involving quantification of cell proliferation and renewal after injury, n=3 was chosen as the minimal replicate number.
Sample size was determined based on similar studies previously conducted by our group. We confirmed this to be sufficient based on internal
control (specific staining of known markers) and low observed variability between samples.

Data were not excluded from analysis.

To ensure robust reproducibility, all data presented in this manuscript were quantified from at least three biological replicates. Technical
replicates were consistent among them (CV less than 5-10%). All images presented were imaged at least three times. For quantification of
injury and recovery, at least 5 images with 10 gastric units were obtained by stomach and cells per gland were averaged for all units counted.

For imaging, whole stomachs were processed with transverse stomach rings cut from the mid-corpus region and both greater and lesser
curvature sampled. Sections used for imaging were randomly selected. Whole stomachs were used for qPCR and metabolomic and lipidomic
analyses, with no sub-sampling and thus, no requirement for randomization.

No blinding was performed in the experimental design as conditions were evident. However, the quantification of injury and recovery was
performed by a research assistant who was blinded related to genotype and experimental conditions. Samples were identified by the mouse
ID numbers.

Goat anti-CD36 (R&D Systems, AF2519, 1:100), Rabbit anti-DCLK1 (Abcam, ab109029, 1:100), Mouse anti-Ezrin (Santa Cruz
Biotechnology, sc-58758, 1:100), Rabbit anti-Ghrelin (Phoenix Pharmaceuticals, H-03-31, 1:100), Rabbit anti-Chromogranin A
(Abcam,a b45179,1:100), Rabbit anti-Gastrin (BioGenex, AR019-5R, 1:200), Rabbit anti-Fibronectin (Abcam, ab2413, 1:250), Goat
anti-VEGFB (Santa Cruz Biotechnology, sc-1876, 1:100), GS-II Lectin, Alexa Fluor 647 and 594 (Molecular Probes, L21416, 1:1000),
Rabbit anti-Ki67 (Abcam, ab16667, 1:400), Rabbit anti-Intrinsic factor (gift from Dr. Alpers, Washington University, St. Louis, 1:500),
Donkey anti-Goat, -Rabbit, -Mouse Alexa Fluor 488, 647 and 594 (Invitrogen, 1:500).

All antibodies used for immunohistochemistry have been validated by the previous studies conducted by the authors who routinely
use them and the references are included. In addition, antibodies were validated in this study in knockout animal models for
specificity. Antibodies for specific cell markers were validated by identifying the signal on the correct cell type.




