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Antibodies
Antibodies used

Coordinates and structure factors for all structures have been deposited to the Protein Data Bank, with the accession numbers of 7PPA, 7PPB, 7PPC, 7POI and 7POJ.
Links to the other PDB entries in this paper are: 6SF1 [http://doi.org/10.2210/pdb6sf1/pdb], 6SF3 [http://doi.org/10.2210/pdb6sf3/pdb], 2HLQ [http://
doi.org/10.2210/pdb2hlq/pdb], 4YCI [http://doi.org/10.2210/pdb4yci/pdb], 4FAO [http://doi.org/10.2210/pdb4fao/pdb].

No sample-size calculations were performed. Sample size was determined to be adequate based on the magnitude and consistency of
measurable differences between groups. For all signalling assays, we typically perform 3-5 independent experiments to allow statistical
analysis and robust conclusions to be drawn. For in vitro prodomain displacement experiment, two different experimental approaches (Fig 8b
and Fig 8d) were employed. For each approach, 3-5 independent experiments were performed to allow statistical analysis and robust
conclusions to be drawn. For those experiments that are not quantitative, at least two repeats were performed to confirm the observation.

No data exclusions in this manuscript.

Replicate experiments were successful. For quantitative measurements, three or more independent experiments were carried out and
statistical analysis performed. For non-quantitative biochemical assays, each experimental condition was repeated at least one more time to
confirm the observation. X-ray structural coordinates were validated by MolProbity server before deposition to Protein Data Bank and
independent validation reports obtained from Protein Data Bank.

No randomization was required in this manuscript. Randomization is not relevant in the cell signalling assays because all the cells were under
identical conditions before different treatment samples applied.

The SPR binding dataset and the cell signalling datasets were performed by different investigators in a blinded manner. Fig 8b native gel assay
and quantification were performed by different investigators in a blinded manner. Fig 8d data collection and analysis were performed by
different investigators in a blinded manner.

Antibodies used for pro-BMP10 ELISA are: MAB2926 (monocloncal mouse IgG2A, Clone #462732) and BAF3956 from R&D Systems.




