% CpG Methylation

% CpG Methylation

20 40 60 80 100

0

14

2 4 6 8 10

Limulus polyphemus

TEs with domains, singly—annotated CpGs

Do

1.0 15 2.0 2.5 3.0 3.5 4.0

—
| —
e

Relative Position

All TEs, singly—annotated CpGs

I I I I I I I
1.0 15 2.0 2.5 3.0 3.5 4.0

Relative Position

% CpG Methylation

% CpG Methylation

15

10

10

TEs with domains, all CpGs

1.0 1.5 2.0 2.5 3.0 35 4.0
Relative Position
All TEs, all CpGs
T T T T T T T
1.0 1.5 2.0 2.5 3.0 3.5 4.0

Relative Position



% CpG Methylation

% CpG Methylation

20

15

10

Parasteatoda tepidariorum

TEs with domains, singly—annotated CpGs

I I I I I I I
1.0 15 2.0 25 3.0 3.5 4.0

Relative Position

All TEs, singly—annotated CpGs

I I I I I I I
1.0 15 2.0 2.5 3.0 3.5 4.0

Relative Position

% CpG Methylation

% CpG Methylation

29

2.7

25

2.3

TEs with domains, all CpGs

1.0 1.5 2.0 2.5 3.0 35 4.0
Relative Position
All TEs, all CpGs
T T T T T T T
1.0 1.5 2.0 2.5 3.0 3.5 4.0

Relative Position



% CpG Methylation

% CpG Methylation

5 10 15 20 25 30

55

5.0

4.5

4.0

35

Ixodes scapularis

TEs with domains, singly—annotated CpGs

I I I I I I I
1.0 15 2.0 25 3.0 3.5 4.0

Relative Position

All TEs, singly—annotated CpGs

I I I I I I I
1.0 15 2.0 2.5 3.0 3.5 4.0

Relative Position

% CpG Methylation

% CpG Methylation

10

4.6

4.4

4.2

4.0

3.8

TEs with domains, all CpGs

1.0 1.5 2.0 2.5 3.0 3.5 4.0
Relative Position
All TEs, all CpGs
T I I I I I I
1.0 1.5 2.0 2.5 3.0 3.5 4.0

Relative Position



% CpG Methylation

% CpG Methylation

60 70 80

50

20 30 40 50 60 70

Strigamia maritima

TEs with domains, singly—annotated CpGs

1.0 15 2.0 25 3.0 3.5 4.0
Relative Position
All TEs, singly—annotated CpGs
T T T T T T T
1.0 15 2.0 25 3.0 35 4.0

Relative Position

% CpG Methylation

% CpG Methylation

60 62 64 66 68 70

50 55

45

40

TEs with domains, all CpGs

1.0 1.5 2.0 2.5 3.0 35 4.0
Relative Position
All TEs, all CpGs
T T T T T T T
1.0 1.5 2.0 2.5 3.0 3.5 4.0

Relative Position



% CpG Methylation

% CpG Methylation

40 60 80

20

12 14

10

Blattella germanica

TEs with domains, singly—annotated CpGs

- h \
T T T T T T T
1.0 15 2.0 25 3.0 3.5 4.0
Relative Position
All TEs, singly—annotated CpGs
T T T T T T T
1.0 15 2.0 25 3.0 35 4.0

Relative Position

% CpG Methylation

% CpG Methylation

15 20 25 30

10

5

60 65 70 75 8.0

TEs with domains, all CpGs

1.0 1.5 2.0 2.5 3.0 35 4.0
Relative Position
All TEs, all CpGs
T T T T T T T
1.0 1.5 2.0 2.5 3.0 3.5 4.0

Relative Position



% CpG Methylation

% CpG Methylation

20 30 40 50 60 70

15

10

Planococcus citri

TEs with domains, singly—annotated CpGs

TEs with domains, all CpGs

I I I I I
1.0 15 2.0 25 3.0

Relative Position

All TEs, singly—annotated CpGs

15 2.0 25

I I I I I I
3.0 3.5 4.0

Relative Position

All TEs, all CpGs

I I I I I
1.0 15 2.0 2.5 3.0

Relative Position

0 _|
c ©
.8
8
2 8
©
= To)
@) To R
o
O
X o _|
Te}
I I I
35 4.0 1.0
c [
8
s
>
£ o 4
Q
=
2 ~ -
O
X
@ p—
I I I
3.5 4.0 1.0

I I I I I I
15 2.0 2.5 3.0 3.5 4.0

Relative Position



