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oxidation reduction
translation

positive regulation of cellular process
regulation of transcription, DNA−dependent

protein amino acid phosphorylation
post−translational protein modification

nervous system development
signal transduction

regulation of cellular process
regulation of cell communication

small GTPase mediated signal transduction
regulation of catalytic activity

regulation of molecular function
regulation of metabolic process

regulation of small GTPase mediated signal transduction
Ras protein signal transduction
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Parkinson's disease
Proteasome

Oxidative phosphorylation
Arachidonic acid metabolism

Drug metabolism − cytochrome P450
Insulin signaling pathway

Adherens junction
T cell receptor signaling pathway

Axon guidance
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oxidation reduction
regulation of biological process

regulation of cellular process
cell communication
signal transduction

regulation of macromolecule metabolic process
regulation of metabolic process

regulation of cellular metabolic process
regulation of gene expression

(*)
regulation of transcription, DNA−dependent

protein modification process
regulation of RNA metabolic process

post−translational protein modification
phosphate metabolic process
nervous system development

protein amino acid phosphorylation
intracellular signaling cascade

cell motion
positive regulation of transcription, DNA−dependent

small GTPase mediated signal transduction
regulation of catalytic activity

regulation of Ras protein signal transduction
cell adhesion

m
iR

−
19

9*
/1

99
−

5p
m

iR
−

13
3*

m
iR

−
14

6
m

iR
−

37
9

m
iR

−
12

4
m

iR
−

12
5−

5p
/3

51
le
t−
7/

m
iR

-9
8/

19
61

m
iR

−
29

m
iR

−
25

/3
2/

92
/3

63
/3

67
m

iR
−

12
6−

3p
m

iR
−

12
7

m
iR

−
18

1
m

iR
−

14
8/

15
2

m
iR

−
15

0
m

iR
−

17
/2

0/
93

/1
06

m
iR

−
17

*/
20

*
m

iR
−

19
6

m
iR

−
27

m
iR

−
26

m
iR

−
24

m
iR

−
23

m
iR

−
13

6
m

iR
−

38
2

m
iR

−
10

1
m

iR
−

1/
20

6
m

iR
−

30
/3

84
−

5p
m

iR
−

13
0/

30
1/

72
1

m
iR

−
14

2−
3p

m
iR

−
14

2−
5p

m
iR

−
22

m
iR

−
22

1/
22

2/
19

28
m

iR
−

33
m

iR
−

19
3

m
iR

−
99

/1
00

m
iR

−
10

3/
10

7
m

iR
−

32
0

m
iR

−
28

/7
08

m
iR

−
45

1
m

iR
−

20
0b

c/
42

9
m

iR
−

20
5

m
iR

−
21

0
m

iR
−

21
4/

76
1

m
iR

−
33

8−
3p

m
iR

−
33

9−
5p

m
iR

−
21

9
m

iR
−

21
/5

90
−

5p
m

iR
−

19
m

iR
−

37
6

m
iR

−
14

5
m

iR
−

14
3

m
iR

−
14

1/
20

0a
m

iR
−

29
9*

m
iR

−
10

m
iR

−
12

6−
5p

m
iR

−
33

5−
5p

m
iR

−
34

2−
3p

m
iR

−
31

Metabolism of xenobiotics by cytochrome P450
Drug metabolism − cytochrome P450

Parkinson's disease
Cell adhesion molecules (CAMs)

ErbB signaling pathway
Focal adhesion

Glioma
Prostate cancer
Axon guidance

(*) regulation of nucleobase, nucleoside, nucleotide and nucleic acid metabolic process
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