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Figure S1. Haploview analysis for (A) D’ and (B) r* pairwise measures of linkage
disequilibrium between SLC11A1 polymorphisms in the control sample for the
replication sample from India. D’ values and confidence levels (LOD) are
represented as red for D’'=1, LOD>2; shades of pink for high D’, LOD<2; white for
D'<1, LOD<2. r? values are represented as black for r’=1, white for r>=0, with
intermediate values for 0<r’<1 indicated by shades of grey. The numbers within the

squares represent the D’ or r? scores for pairwise LD.

| | [ | | [l
", o ", o
“ - o
™ T / T ,—f'/
. ™ T T
S , - o~ v w, s — - v
w0 =]
o
2 § 2 . e g
=] A o < a
] ] ~ =] L &
5! ) - m ~ ~ s o o
=]
= g 2 S 4 S = i = 2 = 2 0 2 E N
s = b = = =+ 4 5 =l o o 50 o = n n
i [ ~ Py =] wn | wn " w — =] v | =
1 H ~ s M~ o a2 = M~ ~ al P~ o &)
= F ™~ i o o~ = = A o P~ ] N =
= W a A ~ L 2 = ™~ o~ [} d P 3
ol = = = b - = v (€] i 4 < < - =
— - - - o = . - o o o o o - ) i
= g < p’ < = g < < b= < < < < < <
- - - - - - - - -
8 8] G g g 0 G s g g 0 g g G g g
= ] = a = a =
@ b s A A ) A s @ @ A @ @ ] @ @
Block 1 (3 kb) Block 2 (0 kb)
4 5 9 10 11 4 5 6 7 9 10 11 12

76

96
94

50 35 97




