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Background: Bone morphogenetic protein 9 (BMP9) circulates at low concentrations maintaining endothelial integrity.
BMP9 has potent bone-forming activity at high concentrations.
Results: The intermolecular disulfide bond in BMP9 is regulated by redox potential; the loss of which renders BMP9 susceptible
to degradation by proteases present in serum.
Conclusion: BMP9 is regulated by redox-dependent proteolysis.
Significance: Optimum circulating BMP9 levels are essential for endothelium-specific activity.

BMP9, a member of the TGF� superfamily, is a homodimer
that forms a signaling complex with two type I and two type II
receptors. Signaling through high-affinity activin receptor-like
kinase 1 (ALK1) in endothelial cells, circulating BMP9 acts as a
vascular quiescence factor, maintaining endothelial homeosta-
sis. BMP9 is also the most potent BMP for inducing osteogenic
signaling in mesenchymal stem cells in vitro and promoting
bone formation in vivo. This activity requires ALK1, the lower
affinity type I receptor ALK2, and higher concentrations of
BMP9. In adults, BMP9 is constitutively expressed in hepato-
cytes and secreted into the circulation. Optimum concentra-
tions of BMP9 are essential to maintain the highly specific endo-
thelial-protective function. Factors regulating BMP9 stability
and activity remain unknown. Here, we showed by chromatog-
raphy and a 1.9 Å crystal structure that stable BMP9 dimers
could form either with (D-form) or without (M-form) an inter-
molecular disulfide bond. Although both forms of BMP9 were
capable of binding to the prodomain and ALK1, the M-form
demonstrated less sustained induction of Smad1/5/8 phospho-
rylation. The two forms could be converted into each other by
changing the redox potential, and this redox switch caused a
major alteration in BMP9 stability. The M-form displayed
greater susceptibility to redox-dependent cleavage by proteases
present in serum. This study provides a mechanism for the reg-
ulation of circulating BMP9 concentrations and may provide
new rationales for approaches to modify BMP9 levels for thera-
peutic purposes.

BMP9 is a circulating vascular quiescence factor (1), one of
only two BMP5 ligands that specifically activate the endothelial
ALK1/bone morphogenetic protein receptor type II (BMPR-II)
pathway (2). ALK1 is an endothelial-specific type I receptor (3),
and BMPR-II is a type II receptor for the large family of BMP
ligands (4). ALK1 and BMPR-II play essential roles in early
developmental processes. Homozygous knock-out ALK1 or
BMPR-II in mice are embryonic lethal due to defects in early
heart and vessel development (5, 6). Human mutations in ALK1
lead to type II hereditary hemorrhagic telangiectasia (3), a vas-
cular dysplasia of multiple telangiectasias and arteriovenous
malformations in internal organs typically affecting the lung,
brain, gastrointestinal tract, and liver, which can cause life-
threatening hemorrhage (7). Mutations in BMP9 have been
identified in patients with a vascular disorder phenotypically
overlapping with hereditary hemorrhagic telangiectasia (8).
Human mutations in BMPR-II are the commonest genetic
cause of pulmonary arterial hypertension (PAH), characterized
by increased pressure in the pulmonary circulation due to nar-
rowing of the lung blood vessels, which leads to right ventricu-
lar hypertrophy and death within a few years of diagnosis (9,
10). ALK1 mutations were found in occasional PAH patients
(11, 12), and ALK1�/� mice spontaneously develop PAH (13).

Endothelial dysfunction, characterized by endothelial cell
apoptosis and increased endothelium permeability, is a recog-
nized trigger for PAH, and the ALK1/BMPR-II pathway plays
an essential role in maintaining the endothelium integrity (14,
15). Loss of BMPR-II predisposes human pulmonary artery
endothelial cells (hPAECs) to apoptosis and BMPs can inhibit
hPAEC apoptosis induced by serum starvation (16). BMPR-II
loss leads to the increased permeability of the hPAEC mono-
layer, reduced endothelial barrier function (14), and PAH (15).
Moreover, targeted gene delivery of BMPR-II to the pulmonary
endothelium attenuates PAH in rodent models (17).
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The endothelial ALK1/BMPR-II pathway is constitutively acti-
vated by circulating BMP9, the only confirmed BMP that circu-
lates at active concentrations (18, 19). BMP9 is produced by hepa-
tocytes as the prepro-form and is processed by proprotein
convertase in the trans-Golgi network into prodomain and mature
BMP9 ligand (20). The prodomain of BMP9 forms a complex with
mature BMP9 in the circulation but does not affect BMP9 signal-
ing activity (18). BMPR-II on the surface of hPAECs undergoes
rapid turnover (21), and BMP9 induces BMPR-II expression in
endothelial cells in an ALK1-dependent manner (22).

In addition to its role in the vascular endothelium, BMP9
signaling activity has also been demonstrated in mesenchymal
stem cells and C2C12 myoblasts. Among 14 BMPs tested,
BMP9 has the highest osteogenic signaling activity in vitro and
potently induces bone formation in vivo (23, 24). No defects in
bone or cartilage have been reported in the BMP9 knock-out
mice (25, 26), and the role of BMP9-induced osteogenic activity
in human physiology is not fully understood, but such potent
osteogenic potential of BMP9 raises the question why circulat-
ing BMP9 does not show osteogenic activity in blood vessels.

One possible reason for this is the concentration of BMP9.
Circulating levels of BMP9 are between 2–10 ng/ml measured
by activity (18, 19) and �300 pg/ml by ELISA (27). BMP9 sig-
naling in endothelial cells is mediated by the high-affinity
receptor, ALK1 (28), whereas BMP9 osteogenic signaling activ-
ity requires both ALK1 and the low-affinity receptor, ALK2
(29). Whereas the EC50 of BMPs activating ALK2, ALK3, and
ALK6 is in the range of 50 ng/ml, BMP9 is particularly potent in
activating ALK1, with an EC50 of 50 pg/ml (18). Whereas other
unknown factors may contribute to the non-osteogenic, endo-
thelial-specific ALK1-mediated signaling by BMP9, optimum
concentrations of circulating BMP9 maybe an important factor
essential for maintaining endothelial specificity.

BMP9 is constitutively produced by the liver and secreted
into the circulation. We hypothesized that there may be mech-
anisms in place to regulate circulating BMP9 at the optimum
levels and activities for ALK1-specific signaling. We addressed
this question by characterizing recombinant BMP9 produced
in mammalian cells and purified under native, non-denaturing
conditions. We demonstrated that BMP9 stability and activity
was regulated by redox potential as well as proteolysis. The
redox-dependent cleavage of the non-covalently linked BMP9
dimer would provide a controlled natural degradation pathway
for BMP9. Such redox-dependent cleavage would suggest that
although there is a constant degradation of the BMP9 from the
circulation, a fraction of BMP9 (covalently linked BMP9 dimer)
remains stable and resistant to proteolysis, ensuring the consti-
tutive activation of the endothelial ALK1/BMPRII pathway to
maintain the homeostasis of the vascular endothelium.

EXPERIMENTAL PROCEDURES

Materials—Anti-BMP9 antibody (MAB3209 and AF3209),
anti-BMP9 prodomain antibody (AF3879), and control BMP9
were purchased from R&D Systems, Inc. Anti-His tag antibody
(37–2900) was purchased from Invitrogen. Prodomain-bound
BMP9 (pBMP9) and BMP6 were kind gifts from Pfizer. Anti-phos-
pho-Smad1/5/8 antibody was purchased from Cell Signaling
Technology. HiTrap nickel-nitrilotriacetic acid, HiTrap Q FF, and

Superdex 10/30 columns were purchased from GE Healthcare.
hPAECs and endothelial growth medium (EGM-2) were pur-
chased from Lonza, UK. All other tissue culture media were pur-
chased from Invitrogen. Crystallization reagents were purchased
from Hampton Research, Inc. All plasmid purification kits were
purchased from Qiagen.

BMP9 Expression and Purification—Human full-length pro-
BMP9 cDNA was cloned into pCEP4 between the HindIII and
XhoI sites and verified by DNA sequencing. To facilitate the
purification of mature BMP9, a His6 tag was introduced
immediately after the putative furin cleavage site to generate
pro-HBMP9. Plasmids containing pro-HBMP9 were trans-
fected into HEK-EBNA cells using polyethylenimine in
DMEM medium containing 5% FBS. Cells were changed into
CDCHO expression medium without serum the following day,
and conditioned media were harvested after 3– 4 days. To
purify HBMP9, 5 liters of conditioned media were concentrated
using a Vivaflow 200 concentrator (Sartorius AG) to 200 ml and
dialyzed against 4 liters of 20 mM Tris�HCl, pH7.4, 250 mM NaCl
at 4 °C overnight. Samples were loaded onto a 5-ml nickel-ni-
trilotriacetic acid column in 1� binding buffer (5 mM Tris�HCl,
pH 7.4, 500 mM NaCl, 5 mM imidazole). After extensive washing
with 1� binding buffer, bound fractions were eluted with an imid-
azole gradient (5–250 mM) over 10 column volumes. Fractions
were analyzed by non-reducing SDS-PAGE, and those containing
a mixture of partially processed pro-HBMP9, prodomain, and
mature HBMP9 were pooled and dialyzed against 20 mM Tris�HCl,
pH 7.4, and loaded onto a 1-ml Q Sepharose column. HBMP9
eluted in the unbound fraction at �95% purity and was used in the
characterization and crystallization assays.

BMP Response Element Luciferase Assays in C2C12 Cells—
C2C12 cells were seeded at 4 � 104 cells/well in 24-well plates.
The next day, cells were washed once and incubated in
OptiMEM I for 2 h. All wells were then co-transfected with
plasmids containing BMP response element luciferase (cour-
tesy of Professor P. ten Dijke, Leiden University Medical Cen-
ter, Leiden, Netherlands) and Renilla luciferase. In the wells for
testing BMP9 binding to ALK1, pcDNA3-hALK1 (courtesy of
Professor R. C. Trembath, King’s College London, London, UK)
was also added. After 4 h, the transfection mixtures were
removed, and DMEM containing 10% FBS and antibiotic-anti-
mycotic (Invitrogen) added for 24 h. Cells were washed twice
with serum-free DMEM containing antibiotic, incubated in
serum-free DMEM for 10 h and then treated for 18 h with
dilutions of recombinant BMP9 proteins. At the end of the
treatment, cells were lysed and assayed for firefly and Renilla
luciferase activities using the Dual-Glo� luciferase assay kit
(Promega) according to the manufacturer’s instructions. Firefly
luciferase activities were normalized to the Renilla control.

BMP9 Crystallization and Structure Determination—Crys-
tallization trials were set up with a complex containing HBMP9
and ALK1 extracellular domain (ECD) (1:1 ratio, 4 mg/ml in 20
mM Tris�HCl, pH 7.4, 50 mM NaCl), and diffraction quality crys-
tals were obtained in 0.12 M Mg(NO3)2, 12% PEG3350 over 3
days. Analysis of the washed crystals by non-reducing SDS-
PAGE revealed that the crystals contained equal amounts of D-
and M-forms of BMP9, but not ALK1 ECD. Crystals were cryo-
protected in 0.12 M Mg(NO3)2, 22% PEG3350, 20% glycerol, and
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data were collected at 100 K at Diamond Light Source I04 from
a single crystal. Data were processed using Mosflm, Scala, and
Truncate (30) to 1.90 Å, and the structure was solved by molec-
ular replacement using 1ZKZ as search model (31, 32). Model
building was carried out using Coot (33) and refinement with
REFMAC5 (34) and Phenix refine (35). Figures were produced
using Coot and PyMOL (The PyMOL Molecular Graphics Sys-
tem, version 1.2r3pre, Schrödinger, LLC.). Crystallographic
data and refinement statistics are given in Table 1, and the
coordinate files were deposited in the Protein Data Bank under
the accession code 4MPL.

BMP9 Signaling in hPAEC—HBMP9 C73S and control
HBMP9 were expressed in HEK-EBNA cells. To evaluate the
concentrations of BMP9 in the conditioned medium, we used
Western blot of the conditioned media against an anti-BMP9
prodomain antibody. This is because BMP9 C73S cannot be
detected with commercially available anti-BMP9 antibodies,
and the BMP9 prodomain is produced in the same peptide
chain and processed in a 1:1 ratio with mature BMP9 upon
secretion. The ratio of prodomain of C73S to wild type in the
transfected medium should be identical to the ratio of mature
ligands. The concentration of wild type BMP9 was determined
by ELISA using R&D BMP9 as standards and the concentration
of the C73S mutant was calculated from the ratio obtained from
the prodomain Western blot. For signaling assays, hPAEC were
seeded in 60-mm dishes at 3 � 105 cells/dish and cultured for
24 h in EGM-2 medium with 10% FBS. Cells were quiesced in
EGM-2 medium with 0.1% FBS for 16 h before treatment with
BMP9. At the designated time points, the medium was aspi-
rated, and dishes were placed on dry ice to stop the signaling
reaction before lysis buffer (125 mM Tris�HCl, pH 6.8, 2% SDS,
and 10% glycerol) was added. The protein concentration in the
total cell lysate was determined using DCTM protein assay (Bio-
Rad), and 25–35 �g of total cell protein was used for immuno-
blotting. BMP9 signaling was monitored by the phosphoryla-
tion of Smad1/5/8 detected by anti-pSmad1/5/8 antibody.
�-Tubulin was used as a loading control.

BMP9 Redox Assay and Redox-dependent Cleavage—BMP9
redox assays were carried out by redox titration with glutathi-
one (GSH)/glutathione disulfides (GSSG) adapted from Zhou
et al. (36). HBMP9 or pBMP9 were incubated with PBS or PBS
containing 0.1 mM GSSG with 0 to 20 mM GSH at room tem-
perature overnight in the presence of protease inhibitor (Com-
plete-EDTA, Roche Diagnostics). Samples were fractionated by
12% SDS-PAGE under non-reducing conditions and stained
with Coomassie Blue (Simply Blue, Invitrogen).

For redox-dependent proteolysis, HBMP9 or pBMP9 were
treated as above, but in the absence of protease inhibitor. The
following day, trypsin was added at the indicated concentra-
tions (w/w), and samples were incubated for 3 h for HBMP9 or
overnight for pBMP9. All samples were fractionated on a 12%
non-reducing SDS-PAGE and stained with Coomassie Blue to
detect the cleavage products.

RESULTS

Expression and Purification of Human BMP9 from Mamma-
lian Cells—BMP9 is synthesized as the prepro-form and pro-
cessed into the mature ligand and the prodomain during secre-

tion (Fig. 1A). To ensure the proper folding and processing of
BMP9, we used a mammalian transient transfection system to
overexpress human BMP9. Full-length pro-BMP9 and pro-
HBMP9 (Fig. 1B) were overexpressed in HEK-EBNA cells, and
transfection supernatants were blotted against anti-BMP9 anti-
body (Fig. 1C). Similar to the pulse-chase experiment from
CHO cells transfected with pro-BMP7 (37), both dimeric
(D-form) and monomeric (M-form) forms of BMP9, together
with the partially processed pro-BMP9, could be readily
detected (Fig. 1C). Activity assays using BMP response element
luciferase-transfected C2C12 cells and BMP9 transfection
media showed that pHBMP9 has the same signaling activity as
pBMP9 and BMP9 from R&D Systems (Fig. 1D).

The mature ligand HBMP9 was purified to �95% purity and
both D- and M-forms were co-purified (Fig. 1E). We also
obtained pBMP9, a purified protein complex of prodomain
bound human BMP9 (a kind gift from Pfizer), representing the
circulating form of BMP9 in human (Fig. 1E). The identities of
the bands of pBMP9 and HBMP9 in Fig. 1E were confirmed by
Western blot using antibodies against BMP9, prodomain, and
His tag, respectively (Fig. 1F). Both forms of BMP9 and HBMP9
reacted with anti-BMP9 antibody, and only prodomain reacted
with the anti-prodomain antibody. Anti-His antibody reacted
with both D- and M-forms of HBMP9, but much more potent in
detecting M-form BMP9.

Although pBMP9 was generated from a totally different
source and by different purification methods, a similar ratio of
D- and M-forms of BMP9 was present in the pBMP9 as in
HBMP9. Because the presence of stable BMP9 in the absence of
an intermolecular disulfide bond and its co-existence with the
disulfide-linked form has not been reported for the TGF�
superfamily ligands, we investigated whether the disulfide bond
plays a role in regulating BMP9 activity and stability. In the
following sections, pBMP9 represented the circulating form
and HBMP9 represented mature BMP9, akin to the commercial
BMP9 (R&D Systems) that has been used in most of the litera-
ture to date.

The M-form BMP9 Is a Non-covalently Linked Dimer—
Forming a stable dimer is essential for BMP signaling activity
because the minimum signaling unit for BMP comprises one
BMP dimer, two copies of the type II receptor, and one copy
of the type I receptor (38, 39). To determine whether M-form
BMP9 is a monomer or dimer in solution, semi-purified
HBMP9 was passed through a gel filtration column. The D-
and M-forms of BMP9 were co-eluted under a single peak,
which was confirmed by analyzing the fractions (B3 to B5) on a
non-reducing SDS-PAGE (Fig. 2A). To confirm the presence of
the intermolecular disulfide bond in the D-form and to further
delineate any local conformational differences between the two
forms of BMP9, crystallization trials were set up, and diffraction
quality crystals were grown within a week. A single crystal con-
tained both D- and M-forms of HBMP9 (Fig. 2B). Because two
previously published BMP9 structures were either in the
M-form or the D-form and crystallized under different protein-
protein interaction contexts (32, 40), our crystal is unique in
addressing the local differences between D- and M-forms of
BMP9 under identical conditions. We solved the structure to
1.9 Å with a space group I4122 (Table 1). Similar to the pub-
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FIGURE 1. Expression, activity, and purification of recombinant BMP9. A, schematic diagram of BMP9 production and processing. B, schematic diagram of
the generation of HBMP9. A His tag (filled star) is introduced at the beginning of the mature BMP9. C, conditioned medium from HEK-EBNA cells transfected with
prepro-BMP9 (lane 1) or prepro-HBMP9 (lane 2) were separated on a non-reducing SDS-PAGE and probed with anti-BMP9 antibody (MAB3209). The diagram on
the right shows the schematic drawing of the BMP9 molecules. D denotes dimer on non-reducing SDS-PAGE, and M denotes monomer on SDS-PAGE. D- and
M-forms migrate slower in the HBMP9 due to the addition of the His6 tag at the N terminus of the mature ligand as depicted in B. D, HEK cell-produced BMP9
and HBMP9 have comparable activity with BMP9 from R&D Systems. Conditioned media containing pBMP9 (because it is very likely to be present as a
prodomain bound complex in the conditioned media) or pHBMP9 were quantified by ELISA using R&D BMP9 as a standard and subjected to signaling assay
using C2C12 cells transfected with ALK1. Plasmid containing Renilla was co-transfected with reporter plasmid containing BMP response element-luciferase,
and the luciferase activity induced by BMP9 signaling was read using the Promega Dual-Luciferase system. E, purified pBMP9 and HBMP9 were fractionated on
a 12% non-reducing SDS-PAGE and stained by Coomassie Blue. F, identical samples of R&D Systems BMP9, pBMP9, and HBMP9 were run in parallel on three
12% non-reducing SDS-PAGE, then blotted separately against the following: anti-BMP9 antibody (left), anti-BMP9 prodomain antibody (middle), and anti-His
tag antibody (right). A single asterisk indicates a minor band that could not be seen on the SDS-PAGE in E but reacted very strongly with anti-BMP9 antibody.
This may be a species of partially processed BMP9. Double asterisks indicate nonspecific carrier protein from R&D Systems BMP9. Pro, prodomain.
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lished BMP9 structure (Protein Data Bank code 1ZKZ), there
was only one HBMP9 monomer in an asymmetric unit, forming
a canonical BMP dimer with the symmetry-related molecule.
This is the highest resolution BMP9 structure reported so far,
showing an overall well ordered molecule with an average B
factor of 32.6. Indeed, Cys-73, the critical amino acid involved
in disulfide bond formation, was in two conformations as demon-
strated by clear electron density (Fig. 2C), with an intermolecular
disulfide bond formed between the two monomers in one of the
conformations. Interestingly, no other major difference could be
observed for the remaining residues between the D- and M-forms.
Overlaying the HBMP9 structure with the previously published
BMP9 structures revealed that the core regions of BMP9 were
almost identical. Loops contacting the type I and type II receptors
had diverged conformations. These are also the regions with the
highest B factors in all BMP9 structures, indicating an intrinsically
higher degree of flexibility at these regions (Fig. 2D). This structure

confirms that stable BMP9 dimers can form with or without an
intermolecular disulfide bond.

Both D- and M-forms of BMP9 Can Bind to ALK1 and
Prodomain—We next investigated whether the M-form
BMP9 maintained protein-protein interactions known for the
D-form. Because BMP9 binds to ALK1 ECD with high affinity
and circulates as a complex with its prodomain, we examined
whether the M-form could form a complex with ALK1 ECD
and BMP9 prodomain using native PAGE followed by SDS-
PAGE (Fig. 3, A and B). HBMP9 migrates as a single band on a
native PAGE, containing both D- and M-forms (Fig. 3A, band
1). In the presence of excess ALK1 ECD (Fig. 3A, band 3), both
D- and M-forms of BMP9 formed complexes with ALK1 ECD
and shifted to a new band (Fig. 3A, band 2). To investigate the
prodomain-BMP9 interaction, pBMP9 was run on a native
PAGE. It fractionated into three bands on the native PAGE.
SDS-PAGE analysis of bands 4 – 6 revealed that both D- and

FIGURE 2. M-form BMP9 is a non-covalently linked dimer. A, HBMP9 was loaded onto a Superdex 75 10/30 gel filtration column pre-equilibrated in 50 mM

Tris�HCl, pH 7.4, containing 150 mM NaCl. Non-reducing SDS-PAGE of the peak fractions (B3 to B5) revealed the D- and M-forms of HBMP9 co-elute under the
same peak. The doublet in the M-form on SDS-PAGE was probably due to a partial reduction of intramolecular disulfide bonds. B, a representative of the HBMP9
crystal (left) and two examples of washed single crystals ran on a non-reducing SDS-PAGE (right) demonstrated that each single crystal contains a mixture of D-
and M-forms of HBMP9. C, crystal structure of HBMP9 (left), colored according to the B-factors (spectrum, blue to white to red, from 20 to 100) with Cys-73 in two
conformations shown in sticks. Electron density (2Fo � Fc map at 1�) clearly shows two conformations of Cys-73 (right). D, HBMP9 was overlaid with the
published BMP9 structures (Protein Data Bank codes 1ZKZ and 4FAO, all colored as described in C). In the semi-transparent schematic, type I receptor ALK1 is
shown in yellow, and activin receptor type 2B is shown in cyan as in BMP9�ALK1�activin receptor type 2B complex (Protein Data Bank code 4FAO).
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M-forms of BMP9 migrate as a single entity, either as free form
(band 4) or in the prodomain bound complex (band 5). These
data agree with the crystal structure that in solution, M-form

was indistinguishable from the disulfide-linked D-form. M-form
co-migrated with the D-form on the native PAGE, both in free
form, and in complexes with ALK1 ECD or prodomain, indicating
M-form BMP9 can form complexes with ALK1 ECD and the
prodomain as the D-form.

The Intermolecular Disulfide Bond Is Not Required for BMP9
Signaling Activity—To investigate whether the intermolecular
disulfide bond is required for BMP9 signaling activity, a
HBMP9 C73S mutant was generated where Cys-73 was substi-
tuted with Ser, and it could only exist as the M-form. After
quantification of the mature BMP9 in the conditioned media
using the prodomain Western blot (Fig. 4A), a signaling assay
using Smad1/5/8 phosphorylation was carried out in hPAECs.
As shown in Fig. 4B, although slightly less active than wild type
at low concentrations, C73S mutant is active in inducing
Smad1/5/8 phosphorylation. However, a time course experi-
ment revealed that at 1 ng/ml, whereas wild type BMP9 signal
lasted for at least 6 h, HBMP9 C73S almost completely lost its
signaling activity at 2 h (Fig. 4C). This indicates that although
the intermolecular disulfide bond did not affect BMP9 receptor
binding and the ability to signal, it could affect its stability and
hence the half-life of BMP9.

BMP9 Is Regulated by Redox Potential—To investigate the
stability of BMP9, we first asked whether D- and M-forms of
BMP9 could be converted into each other. Incubating HBMP9
with 0.5 mM thiol-oxidizing agent diamide (41) overnight could
not promote intermolecular disulfide bond formation (data not
shown), indicating that the �SH groups from two Cys-73 in the
non-covalently linked dimer are not in a distance readily form-
ing a disulfide bond, consistent with our and previous observa-
tions that they are 4.8 Å apart (32). Redox buffer comprising 0.1
mM GSSG and 0 to 20 mM GSH can provide an oxidized to
reduced redox range allows disulfide bond exchange and has
been previously used to demonstrate a redox switch in circulat-
ing angiotensinogen. It has been shown that the angiotensino-
gen redox switch is reduced in plasma from healthy individuals
and oxidized in plasma from preeclampsia patients (36). When
HBMP9 was incubated in such redox buffer, the M-form was
very sensitive to the presence of the redox buffer, readily con-
verted into the D-form under oxidizing conditions (0.1/1 mM

GSSG/GSH), and the totally reduced form (M*-form, with all
three intramolecular disulfide bonds reduced) under all other
conditions. The D-form BMP9 was more stable and gradually
converted into M*-form under more reducing conditions (Fig.
5A). Because BMP9 circulates in blood as the prodomain-
bound form, we investigated whether the presence of the
prodomain would protect BMP9 from redox changes (Fig. 5B).
Similar to HBMP9, in the presence of prodomain, M-form
BMP9 was readily converted into the D-form and M*-form under
the oxidizing and reducing buffers, respectively, although there
were still some M-form left in all conditions. The D-form BMP9
could be reduced to the M-form in the reducing buffer (Fig. 5B,
0.1/10 mM GSSG/GSH), but there were still significant amounts
of the D-form remaining even at the most reducing condition
tested, supporting a role for the prodomain in stabilizing the
BMP9 structure. To investigate whether this redox sensitivity
was unique for BMP9, we incubated BMP6 in the same redox
buffer. Purified BMP6 was a disulfide-linked dimer without the

TABLE 1
Crystals, data processing, refinement, and models

Crystals HBMP9 (PDB code 4MPL)a

Space group I4122
Cell dimensions a � b � 71.27, and c � 145.89 Å,

� � � � � � 90°
Solvent content (%) 65.66

Data processing statistics
Wavelength (Å) 0.9795
Resolution (Å) 40.17-1.90 (2.00-1.90)
Total reflections 117,427
Unique reflections 15,096
Mn (I/sd) 15.6 (2.7)
Completeness (%) 99.3 (98.6)
Multiplicity 7.8 (8.0)
Rpim 0.029 (0.279)

Model
No. of protein atoms 930
No. of water molecules 95
Average B-factor (Å2) 32.6

Refinement statistics
Reflections in working/free set 14,327/769
Rfactor/Rfree 19.8/22.6
r.m.s.d. of bonds (Å)/angles from

ideality
0.008/1.198°

Ramachandran plotb

Favored (%) 94.44
Outlier (%) 0

a PDB, Protein Data Bank; r.m.s.d., root mean square deviation.
b Calculated using Molprobity (52).

FIGURE 3. M-form BMP9 can bind to ALK1 and prodomain as the D-form.
A, M- and D- forms of HBMP9 co-migrate on native PAGE, and both can form
complexes with ALK1 ECD. B, M- and D-forms of BMP9 co-migrate, both as
free form and as prodomain-bound form. In A and B, bands 1 to 6 from native
PAGE were cut out, boiled in 2� SDS-loading buffer for 20 min before loading
onto a non-reducing SDS-PAGE to confirm the identities. For SDS-PAGE in A,
two parts of the same gel are shown.

Redox-dependent Proteolysis of BMP9

NOVEMBER 7, 2014 • VOLUME 289 • NUMBER 45 JOURNAL OF BIOLOGICAL CHEMISTRY 31155

 by guest on July 22, 2015
http://w

w
w

.jbc.org/
D

ow
nloaded from

 

http://www.jbc.org/


prodomain (Fig. 5C). Although there was a trend toward faster
migration with increasing concentration of GSH, probably due
to the reduction of intramolecular disulfide bonds, BMP6
remained as disulfide-linked dimer at the redox range tested
and no monomeric form of BMP6 could be detected either in
M- or M*-form. This indicates that the BMP6 intermolecular
disulfide bond is likely to be more stable than that of BMP9 and
may require the intramolecular disulfide bonds to be reduced
before the intermolecular disulfide bond can be reduced.

Hence, labile intermolecular disulfide bond and redox regula-
tion is not a general feature for BMPs but may be unique to
BMP9.

BMP9 Is Susceptible to Redox-dependent Proteolysis—We
next applied limited trypsin proteolysis to probe whether there
is any difference in the stability between D-, M-, and M*- forms
of BMP9. HBMP9 (Fig. 6A) or pBMP9 (Fig. 6B) were incubated
in PBS alone, oxidizing redox buffer (0.1/1 mM GSSG/GSH) or
slightly reducing redox buffer (0.1/4 mM GSSG/GSH) overnight

FIGURE 4. Intermolecular disulfide bond is not required for BMP9 signaling activity. A, conditioned media (6 �l) from HEK-EBNA cells transfected with
transfection reagent alone (lane 1), empty vector (lane 2), pro-BMP9 (lane 3), pro-HBMP9 (lane 4), or pro-HBMP9 C73S (lane 5) were fractionated on a 12%
SDS-PAGE and probed with anti-BMP9 prodomain antibody. The intensities of bands were quantified using ImageJ, and the ratio of HBMP9 C73S to HBMP9
obtained. HBMP9 C73S concentration in the conditioned medium was normalized to HBMP9 using the above ratio. B, left: hPAECs were serum-restricted in
EGM-2, 0.1% FBS overnight, and stimulated with HBMP9 or HBMP9 C73S (both 0.25–3 ng/ml) for 1 h. Cells were harvested, and total cell protein was
immunoblotted with anti-pSmad1/5/8 antibody. Band intensities of pSmad1/5/8 blots were analyzed using ImageJ, corrected by ratios obtained from the
�-tubulin blot, and normalized to a 0.25 ng/ml wild type sample. Data of the mean � S.E. from three repeats are shown on the right. C, after quiescence
overnight in EGM-2, 0.1% FBS, hPAECs were treated with 1 ng/ml of HBMP9 or HBMP9 C73S. Samples were harvested at 1, 2, 6, and 24 h, and immunoblotting
was carried out as described in B. Band intensity of pSmad1/5/8 blots were analyzed using ImageJ, corrected by ratios obtained from the �-tubulin blot and
normalized to a wild type 1-h treatment sample. Data of the mean � S.E. from three repeats are shown on the right. NS, not significant.

FIGURE 5. BMP9 is regulated by redox potential. Purified HBMP9 (A), pBMP9 (B), or BMP6 (C) were incubated at room temperature overnight with PBS alone
or redox buffer containing 0.1 mM GSSG and 0 –20 mM GSH. Proteins were then run on a non-reducing SDS-PAGE and detected by Coomassie Blue. M* is the fully
reduced form of BMP9.
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before limited proteolysis by trypsin. More reducing conditions
containing higher concentrations of GSH were not included
due to the inactivation of trypsin, probably due to the reduction
of the disulfide bonds in trypsin (data not shown). As shown in
Fig. 6A, BMP9 is unusually stable without any redox buffer and
resistant to 2% trypsin digestion at 37 °C for 3 h. After overnight
incubation with oxidizing redox buffer, M-form BMP9 had
almost completely disappeared, mostly converted into the
D-form, which was highly resistant to trypsin digestion, although a
small amount of M*-form could be seen and was fully degraded
even by 0.5% trypsin. Under 0.1/4 mM GSSG/GSH, the level of the
D-form BMP9 had not changed compared with PBS control,
but almost all the M-form BMP9 was converted into M*-form
and readily cleaved by 0.5% trypsin. In the presence of the
prodomain, BMP9 was slightly more resistant to trypsin. But
when higher trypsin concentrations and overnight incubation
were used, similar redox-dependent cleavage of the M-form
could be observed (Fig. 6B).

M-form BMP9 Is Preferentially Cleaved in Serum from Con-
trol Subjects—We next probed whether there is evidence of
redox-dependent proteolysis in vivo because there is GSSG/
GSH redox buffer in serum (42). As the levels of circulating
BMP9 are reported to be 0.07–10 ng/ml (18, 19, 27), too low to
be detected by Western blot, we reconstituted pBMP9 into 10
control human serum samples and investigated whether there
were any protease activity in serum that could cleave pBMP9.
Aliquots were taken at 0 h and after overnight incubation at
37 °C, and the BMP9 levels were measured by Western blotting
for BMP9 (AF3209, control experiments showed that this
antibody can detect the D- and M-forms of BMP9 equally
well, data not shown). As shown in Fig. 7, after overnight
incubation at 37 °C, although there was an overall small
reduction in the D-form BMP9, the amount of M-form had
decreased significantly.

DISCUSSION

TGF� family ligands are powerful pleiotropic cytokines that
function at very low concentrations. With more than 30 ligands
signaling through seven type I and five type II receptors in
human, there is a large degree of promiscuity in ligand-receptor
recognition. Thus, their activities need to be tightly regulated

both temporally and spatially. Dysregulated BMP signaling has
been associated with a number of diseases characterized by
bone and tissue remodeling. Whereas TGF� is stored in a latent
complex with its prodomain and activated upon binding to
integrin (43), BMPs are secreted in the active forms and mostly
regulated by BMP antagonists, including noggin and chordin
(44). Although noggin inhibits most of the BMPs, it does not
inhibit BMP9 or BMP10 (45). Among the many known BMP
antagonists, only crossveinless 2 (CV2, also called BMPER) has
been shown to bind and inhibit BMP9 activity (46). However,
the mechanism of crossveinless 2 function is not fully under-
stood as it has been shown that it can act as both an activator
and an inhibitor of BMP signaling depending on the concentra-
tions (47). Other factors regulating the stability and degrada-
tion of BMPs have not been well documented. Limited number
of reports include the cleavage of the two sites within the BMP4
prodomain directing the intracellular trafficking and degrada-
tion of mature BMP4 (48) and megalin, a low-density lipopro-
tein receptor-related protein, mediating the clearance of BMP4
in the neuroepithelium (49).

BMP9 is constitutively secreted from the liver in an active
form into the circulation. Mechanisms controlling its bioavail-
ability need to be in place to ensure the optimum signaling
activity and specificity. Based on our findings that BMP9 pro-
tein level can be regulated by redox-dependent proteolysis, we
propose the following model as one way to control the BMP9
levels in circulation (Fig. 7B). BMP9 is unique among the BMP
family in that stable dimers can form with or without the inter-
molecular disulfide bond and the equilibrium is determined by
the redox potential. The two forms of BMP9 dimer show min-

FIGURE 6. M-form BMP9 is more susceptible to redox-dependent prote-
olysis. HBMP9 (A) or pBMP9 (B) was incubated in PBS or redox buffer contain-
ing 0.1/1 mM GSSG/GSH (0.1/1) or 0.1/4 mM GSSG/GSH (0.1/4) at room tem-
perature overnight. The following day, an aliquot of each treatment was
subjected to limited trypsin digestion at 37 °C, 3 h for HBMP9 or overnight for
pBMP9. Reactions were stopped by addition of SDS-loading buffer and boil-
ing at 100 °C for 10 min. Cleavage was monitored by fractionating samples on
a 12% non-reducing SDS-PAGE and Coomassie Blue staining.

FIGURE 7. M-form BMP9 is preferentially cleaved in serum and model of
BMP9 regulation by redox-dependent proteolysis. A, pBMP9 (0.3 �g) was
reconstituted into 10 �l of serum (10 healthy human controls), and equal
aliquots of samples were taken at 0 h (lane 1) and after overnight incubation
at 37 °C (lane 2). Samples were then fractionated on a 12% SDS-PAGE under
non-reducing conditions and detected by anti-BMP9 antibody (AF3209). The
D- and M-forms of BMP9 at 0 h and overnight were quantified using ImageJ,
and the % BMP9 remaining after overnight incubation was calculated and
plotted using GraphPad Prism. Data are mean � S.E. (n � 10). B, model of the
regulation of BMP9 concentration by redox-dependent proteolysis.
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imal differences in structure and protein-protein interactions.
But the M-form is highly sensitive to the redox buffer and can
be converted into the D-form under oxidizing environment or
the fully reduced M*-form that is readily cleaved by pro-
teases in the normal sera from healthy subjects. This regula-
tion by redox-dependent cleavage may provide a natural
degradation pathway in humans, in addition to the inhibi-
tion by CV2, to maintain BMP9 at low concentrations for
ALK1-specific signaling.

It is difficult to provide in vivo evidence for this model or the
presence of the M-form in nature: the circulating level of BMP9
is too low for detecting the M-form or BMP9 cleavage prod-
ucts, and our results would predict that the M-form would be
most susceptible to degradation in the circulation. We have
attempted BMP9 immunoblotting using liver samples from
mice, but the multiple bands on the blots prevent the robust
interpretation of the results (data not shown). However, there
were several indirect lines of evidence supporting that our
observations are likely to be relevant to the in vivo setting. First,
using a pulse-chase assay, it has been shown that when pro-
BMP7 was expressed and processed in CHO cells, the superna-
tant has the exactly same pattern of processed and partially
processed BMP7 as we observed for pro-BMP9, including the
monomeric forms of BMP7 (37). It was hypothesized that the
close spacing of the disulfide bonds in the BMP may promote
the disulfide bond exchange that resulted in the monomeric form
(37). Our observation that the thiol-oxidizing agent diamide could
not promote Cys-73 disulfide bond formation, but redox buffer
could, also supports a role for disulfide exchange in the D- and
M-form conversion. Second, in a previously published BMP9
structure in which BMP9 was generated from a special CHO cells,
BMP9 was crystallized in the presence of the prodomain and
existed exclusively in the M-form (32).

Apart from the many recent reports on the role of BMP9
signaling in the endothelial cell biology and cardiovascular dis-
eases, BMP9 is also a neurotrophic factor, potently inducing
and maintaining the cholinergic phenotype in the central nerv-
ous system (50). Administration of BMP9 was effective in
reversing the A�42 amyloid plaque burden and reversing cho-
linergic neuron abnormalities in a mouse model of Alzheimer
disease (51). BMP9 clearly shows therapeutic potential in car-
diovascular diseases, neurodegenerative diseases, as well as the
widely explored bone and cartilage defects. This study has pro-
vided new insights into the structure and regulation of BMP9,
and these findings have broad implications for our understand-
ing of the regulation of BMP9 in vivo and have provided essen-
tial information for developing BMP9 for therapeutic use.

Acknowledgments—We thank Prof. Jim Huntington for critical review
of the structure. Infrastructure support was provided by the Cam-
bridge National Institute for Health Research Biomedical Research
Centre.

REFERENCES
1. David, L., Mallet, C., Keramidas, M., Lamandé, N., Gasc, J. M., Dupuis-

Girod, S., Plauchu, H., Feige, J. J., and Bailly, S. (2008) Bone morphogenetic
protein-9 is a circulating vascular quiescence factor. Circ. Res. 102,
914 –922

2. David, L., Mallet, C., Mazerbourg, S., Feige, J. J., and Bailly, S. (2007) Iden-
tification of BMP9 and BMP10 as functional activators of the orphan
activin receptor-like kinase 1 (ALK1) in endothelial cells. Blood 109,
1953–1961

3. Johnson, D. W., Berg, J. N., Baldwin, M. A., Gallione, C. J., Marondel, I.,
Yoon, S. J., Stenzel, T. T., Speer, M., Pericak-Vance, M. A., Diamond, A.,
Guttmacher, A. E., Jackson, C. E., Attisano, L., Kucherlapati, R., Porteous,
M. E., and Marchuk, D. A. (1996) Mutations in the activin receptor-like
kinase 1 gene in hereditary haemorrhagic telangiectasia type 2. Nat. Genet.
13, 189 –195

4. Liu, F., Ventura, F., Doody, J., and Massagué, J. (1995) Human type II
receptor for bone morphogenic proteins (BMPs): extension of the two-
kinase receptor model to the BMPs. Mol. Cell Biol. 15, 3479 –3486

5. Oh, S. P., Seki, T., Goss, K. A., Imamura, T., Yi, Y., Donahoe, P. K., Li, L.,
Miyazono, K., ten Dijke, P., Kim, S., and Li, E. (2000) Activin receptor-like
kinase 1 modulates transforming growth factor-� 1 signaling in the regu-
lation of angiogenesis. Proc. Natl. Acad. Sci. U.S.A. 97, 2626 –2631

6. Beppu, H., Kawabata, M., Hamamoto, T., Chytil, A., Minowa, O., Noda, T.,
and Miyazono, K. (2000) BMP type II receptor is required for gastrulation
and early development of mouse embryos. Dev. Biol. 221, 249 –258

7. Ricard, N., Bidart, M., Mallet, C., Lesca, G., Giraud, S., Prudent, R., Feige,
J. J., and Bailly, S. (2010) Functional analysis of the BMP9 response of
ALK1 mutants from HHT2 patients: a diagnostic tool for novel ACVRL1
mutations. Blood 116, 1604 –1612

8. Wooderchak-Donahue, W. L., McDonald, J., O’Fallon, B., Upton, P. D., Li,
W., Roman, B. L., Young, S., Plant, P., Fülöp, G. T., Langa, C., Morrell,
N. W., Botella, L. M., Bernabeu, C., Stevenson, D. A., Runo, J. R., and
Bayrak-Toydemir, P. (2013) BMP9 mutations cause a vascular-anomaly
syndrome with phenotypic overlap with hereditary hemorrhagic telangi-
ectasia. Am. J. Hum. Genet. 93, 530 –537

9. International PPH Consortium, Lane, K. B., Machado, R. D., Pauciulo,
M. W., Thomson, J. R., Phillips, J. A., 3rd, Loyd, J. E., Nichols, W. C., and
Trembath, R. C. (2000) Heterozygous germline mutations in BMPR2, en-
coding a TGF-� receptor, cause familial primary pulmonary hyperten-
sion. Nat. Genet. 26, 81– 84

10. Morrell, N. W. (2006) Pulmonary hypertension due to BMPR2 mutation:
a new paradigm for tissue remodeling? Proc. Am. Thorac. Soc. 3, 680 – 686

11. Trembath, R. C., Thomson, J. R., Machado, R. D., Morgan, N. V., Atkinson,
C., Winship, I., Simonneau, G., Galie, N., Loyd, J. E., Humbert, M., Nichols,
W. C., Morrell, N. W., Berg, J., Manes, A., McGaughran, J., Pauciulo, M.,
and Wheeler, L. (2001) Clinical and molecular genetic features of pulmo-
nary hypertension in patients with hereditary hemorrhagic telangiectasia.
N. Engl. J. Med. 345, 325–334

12. Harrison, R. E., Flanagan, J. A., Sankelo, M., Abdalla, S. A., Rowell, J.,
Machado, R. D., Elliott, C. G., Robbins, I. M., Olschewski, H., McLaughlin,
V., Gruenig, E., Kermeen, F., Halme, M., Räisänen-Sokolowski, A., Laiti-
nen, T., Morrell, N. W., and Trembath, R. C. (2003) Molecular and func-
tional analysis identifies ALK-1 as the predominant cause of pulmonary
hypertension related to hereditary haemorrhagic telangiectasia. J. Med.
Genet. 40, 865– 871

13. Jerkic, M., Kabir, M. G., Davies, A., Yu, L. X., McIntyre, B. A., Husain,
N. W., Enomoto, M., Sotov, V., Husain, M., Henkelman, M., Belik, J., and
Letarte, M. (2011) Pulmonary hypertension in adult Alk1 heterozygous
mice due to oxidative stress. Cardiovasc. Res. 92, 375–384

14. Burton, V. J., Ciuclan, L. I., Holmes, A. M., Rodman, D. M., Walker, C., and
Budd, D. C. (2011) Bone morphogenetic protein receptor II regulates pul-
monary artery endothelial cell barrier function. Blood 117, 333–341

15. Burton, V. J., Holmes, A. M., Ciuclan, L. I., Robinson, A., Roger, J. S., Jarai,
G., Pearce, A. C., and Budd, D. C. (2011) Attenuation of leukocyte recruit-
ment via CXCR1/2 inhibition stops the progression of PAH in mice with
genetic ablation of endothelial BMPR-II. Blood 118, 4750 – 4758

16. Teichert-Kuliszewska, K., Kutryk, M. J., Kuliszewski, M. A., Karoubi, G.,
Courtman, D. W., Zucco, L., Granton, J., and Stewart, D. J. (2006) Bone
morphogenetic protein receptor-2 signaling promotes pulmonary arterial
endothelial cell survival: implications for loss-of-function mutations in the
pathogenesis of pulmonary hypertension. Circ. Res. 98, 209 –217

17. Reynolds, A. M., Holmes, M. D., Danilov, S. M., and Reynolds, P. N. (2012)
Targeted gene delivery of BMPR2 attenuates pulmonary hypertension.

Redox-dependent Proteolysis of BMP9

31158 JOURNAL OF BIOLOGICAL CHEMISTRY VOLUME 289 • NUMBER 45 • NOVEMBER 7, 2014

 by guest on July 22, 2015
http://w

w
w

.jbc.org/
D

ow
nloaded from

 

http://www.jbc.org/


Eur. Respir. J. 39, 329 –343
18. Bidart, M., Ricard, N., Levet, S., Samson, M., Mallet, C., David, L., Subileau,

M., Tillet, E., Feige, J. J., and Bailly, S. (2012) BMP9 is produced by hepa-
tocytes and circulates mainly in an active mature form complexed to its
prodomain. Cell Mol. Life Sci. 69, 313–324

19. Herrera, B., and Inman, G. J. (2009) A rapid and sensitive bioassay for the
simultaneous measurement of multiple bone morphogenetic proteins.
Identification and quantification of BMP4, BMP6 and BMP9 in bovine and
human serum. BMC Cell Biol. 10, 20

20. Thomas, G. (2002) Furin at the cutting edge: from protein traffic to em-
bryogenesis and disease. Nat. Rev. Mol. Cell Biol. 3, 753–766

21. Dunmore, B. J., Drake, K. M., Upton, P. D., Toshner, M. R., Aldred, M. A.,
and Morrell, N. W. (2013) The lysosomal inhibitor, chloroquine, increases
cell surface BMPR-II levels and restores BMP9 signalling in endothelial
cells harbouring BMPR-II mutations. Hum. Mol. Genet. 22, 3667–3679

22. Upton, P. D., Davies, R. J., Trembath, R. C., and Morrell, N. W. (2009) Bone
morphogenetic protein (BMP) and activin type II receptors balance BMP9
signals mediated by activin receptor-like kinase-1 in human pulmonary
artery endothelial cells. J. Biol. Chem. 284, 15794 –15804

23. Kang, Q., Sun, M. H., Cheng, H., Peng, Y., Montag, A. G., Deyrup, A. T.,
Jiang, W., Luu, H. H., Luo, J., Szatkowski, J. P., Vanichakarn, P., Park, J. Y.,
Li, Y., Haydon, R. C., and He, T. C. (2004) Characterization of the distinct
orthotopic bone-forming activity of 14 BMPs using recombinant adeno-
virus-mediated gene delivery. Gene Ther. 11, 1312–1320

24. Luther, G., Wagner, E. R., Zhu, G., Kang, Q., Luo, Q., Lamplot, J., Bi, Y.,
Luo, X., Luo, J., Teven, C., Shi, Q., Kim, S. H., Gao, J. L., Huang, E., Yang, K.,
Rames, R., Liu, X., Li, M., Hu, N., Liu, H., Su, Y., Chen, L., He, B. C., Zuo,
G. W., Deng, Z. L., Reid, R. R., Luu, H. H., Haydon, R. C., and He, T. C.
(2011) BMP-9 induced osteogenic differentiation of mesenchymal stem
cells: molecular mechanism and therapeutic potential. Curr. Gene Ther.
11, 229 –240

25. Ricard, N., Ciais, D., Levet, S., Subileau, M., Mallet, C., Zimmers, T. A., Lee,
S. J., Bidart, M., Feige, J. J., and Bailly, S. (2012) BMP9 and BMP10 are
critical for postnatal retinal vascular remodeling. Blood 119, 6162– 6171

26. Yoshimatsu, Y., Lee, Y. G., Akatsu, Y., Taguchi, L., Suzuki, H. I., Cunha,
S. I., Maruyama, K., Suzuki, Y., Yamazaki, T., Katsura, A., Oh, S. P., Zim-
mers, T. A., Lee, S. J., Pietras, K., Koh, G. Y., Miyazono, K., and Watabe, T.
(2013) Bone morphogenetic protein-9 inhibits lymphatic vessel formation
via activin receptor-like kinase 1 during development and cancer progres-
sion. Proc. Natl. Acad. Sci. U.S.A. 110, 18940 –18945

27. van Baardewijk, L. J., van der Ende, J., Lissenberg-Thunnissen, S., Romijn,
L. M., Hawinkels, L. J., Sier, C. F., and Schipper, I. B. (2013) Circulating
bone morphogenetic protein levels and delayed fracture healing. Int. Or-
thop. 37, 523–527

28. Scharpfenecker, M., van Dinther, M., Liu, Z., van Bezooijen, R. L., Zhao,
Q., Pukac, L., Löwik, C. W., and ten Dijke, P. (2007) BMP-9 signals via
ALK1 and inhibits bFGF-induced endothelial cell proliferation and
VEGF-stimulated angiogenesis. J. Cell Sci. 120, 964 –972

29. Luo, J., Tang, M., Huang, J., He, B. C., Gao, J. L., Chen, L., Zuo, G. W.,
Zhang, W., Luo, Q., Shi, Q., Zhang, B. Q., Bi, Y., Luo, X., Jiang, W., Su, Y.,
Shen, J., Kim, S. H., Huang, E., Gao, Y., Zhou, J. Z., Yang, K., Luu, H. H.,
Pan, X., Haydon, R. C., Deng, Z. L., and He, T. C. (2010) TGF�/BMP type
I receptors ALK1 and ALK2 are essential for BMP9-induced osteogenic
signaling in mesenchymal stem cells. J. Biol. Chem. 285, 29588 –29598

30. Winn, M. D., Ballard, C. C., Cowtan, K. D., Dodson, E. J., Emsley, P., Evans,
P. R., Keegan, R. M., Krissinel, E. B., Leslie, A. G., McCoy, A., McNicholas,
S. J., Murshudov, G. N., Pannu, N. S., Potterton, E. A., Powell, H. R., Read,
R. J., Vagin, A., and Wilson, K. S. (2011) Overview of the CCP4 suite and
current developments. Acta Crystallogr. D Biol. Crystallogr. 67, 235–242

31. McCoy, A. J., Grosse-Kunstleve, R. W., Adams, P. D., Winn, M. D., Sto-
roni, L. C., and Read, R. J. (2007) Phaser crystallographic software. J. Appl.
Crystallogr. 40, 658 – 674

32. Brown, M. A., Zhao, Q., Baker, K. A., Naik, C., Chen, C., Pukac, L., Singh,
M., Tsareva, T., Parice, Y., Mahoney, A., Roschke, V., Sanyal, I., and Choe,
S. (2005) Crystal structure of BMP-9 and functional interactions with
pro-region and receptors. J. Biol. Chem. 280, 25111–25118

33. Emsley, P., Lohkamp, B., Scott, W. G., and Cowtan, K. (2010) Features and
development of Coot. Acta Crystallogr. D Biol. Crystallogr. 66, 486 –501

34. Murshudov, G. N., Skubák, P., Lebedev, A. A., Pannu, N. S., Steiner, R. A.,
Nicholls, R. A., Winn, M. D., Long, F., and Vagin, A. A. (2011) REFMAC5
for the refinement of macromolecular crystal structures. Acta Crystallogr.
D Biol. Crystallogr. 67, 355–367

35. Afonine, P. V., Grosse-Kunstleve, R. W., Echols, N., Headd, J. J., Moriarty,
N. W., Mustyakimov, M., Terwilliger, T. C., Urzhumtsev, A., Zwart, P. H., and
Adams, P. D. (2012) Towards automated crystallographic structure refine-
ment with phenix.refine. Acta Crystallogr. D Biol. Crystallogr. 68, 352–367

36. Zhou, A., Carrell, R. W., Murphy, M. P., Wei, Z., Yan, Y., Stanley, P. L.,
Stein, P. E., Broughton Pipkin, F., and Read, R. J. (2010) A redox switch in
angiotensinogen modulates angiotensin release. Nature 468, 108 –111

37. Jones, W. K., Richmond, E. A., White, K., Sasak, H., Kusmik, W., Smart, J.,
Oppermann, H., Rueger, D. C., and Tucker, R. F. (1994) Osteogenic pro-
tein-1 (OP-1) expression and processing in Chinese hamster ovary cells:
isolation of a soluble complex containing the mature and pro-domains of
OP-1. Growth Factors 11, 215–225

38. Knaus, P., and Sebald, W. (2001) Cooperativity of binding epitopes and recep-
tor chains in the BMP/TGF� superfamily. Biol. Chem. 382, 1189–1195

39. Isaacs, M. J., Kawakami, Y., Allendorph, G. P., Yoon, B. H., Izpisua Bel-
monte, J. C., and Choe, S. (2010) Bone morphogenetic protein-2 and -6
heterodimer illustrates the nature of ligand-receptor assembly. Mol. En-
docrinol. 24, 1469 –1477

40. Townson, S. A., Martinez-Hackert, E., Greppi, C., Lowden, P., Sako, D.,
Liu, J., Ucran, J. A., Liharska, K., Underwood, K. W., Seehra, J., Kumar, R.,
and Grinberg, A. V. (2012) Specificity and structure of a high affinity
activin receptor-like kinase 1 (ALK1) signaling complex. J. Biol. Chem.
287, 27313–27325

41. Kosower, N. S., Kosower, E. M., Wertheim, B., and Correa, W. S. (1969)
Diamide, a new reagent for the intracellular oxidation of glutathione to the
disulfide. Biochem. Biophys. Res. Commun. 37, 593–596

42. Rossi, R., Milzani, A., Dalle-Donne, I., Giustarini, D., Lusini, L., Colombo,
R., and Di Simplicio, P. (2002) Blood glutathione disulfide: in vivo factor or
in vitro artifact? Clin. Chem. 48, 742–753

43. Shi, M., Zhu, J., Wang, R., Chen, X., Mi, L., Walz, T., and Springer, T. A.
(2011) Latent TGF-� structure and activation. Nature 474, 343–349

44. Walsh, D. W., Godson, C., Brazil, D. P., and Martin, F. (2010) Extracellular
BMP-antagonist regulation in development and disease: tied up in knots.
Trends Cell Biol. 20, 244 –256

45. Seemann, P., Brehm, A., König, J., Reissner, C., Stricker, S., Kuss, P., Haupt,
J., Renninger, S., Nickel, J., Sebald, W., Groppe, J. C., Plöger, F., Pohl, J.,
Schmidt-von Kegler, M., Walther, M., Gassner, I., Rusu, C., Janecke, A. R.,
Dathe, K., and Mundlos, S. (2009) Mutations in GDF5 reveal a key residue
mediating BMP inhibition by NOGGIN. PLoS Genet. 5, e1000747

46. Yao, Y., Jumabay, M., Ly, A., Radparvar, M., Wang, A. H., Abdmaulen, R., and
Boström, K. I. (2012) Crossveinless 2 regulates bone morphogenetic protein 9
in human and mouse vascular endothelium. Blood 119, 5037–5047

47. Kelley, R., Ren, R., Pi, X., Wu, Y., Moreno, I., Willis, M., Moser, M., Ross,
M., Podkowa, M., Attisano, L., and Patterson, C. (2009) A concentration-
dependent endocytic trap and sink mechanism converts Bmper from an
activator to an inhibitor of Bmp signaling. J. Cell Biol. 184, 597– 609

48. Degnin, C., Jean, F., Thomas, G., and Christian, J. L. (2004) Cleavages
within the prodomain direct intracellular trafficking and degradation of
mature bone morphogenetic protein-4. Mol. Biol. Cell 15, 5012–5020

49. Spoelgen, R., Hammes, A., Anzenberger, U., Zechner, D., Andersen,
O. M., Jerchow, B., and Willnow, T. E. (2005) LRP2/megalin is required for
patterning of the ventral telencephalon. Development 132, 405– 414

50. López-Coviella, I., Berse, B., Krauss, R., Thies, R. S., and Blusztajn, J. K.
(2000) Induction and maintenance of the neuronal cholinergic phenotype
in the central nervous system by BMP-9. Science 289, 313–316

51. Burke, R. M., Norman, T. A., Haydar, T. F., Slack, B. E., Leeman, S. E.,
Blusztajn, J. K., and Mellott, T. J. (2013) BMP9 ameliorates amyloidosis
and the cholinergic defect in a mouse model of Alzheimer’s disease. Proc.
Natl. Acad. Sci. U.S.A. 110, 19567–19572

52. Chen, V. B., Arendall, W. B., 3rd, Headd, J. J., Keedy, D. A., Immormino,
R. M., Kapral, G. J., Murray, L. W., Richardson, J. S., and Richardson, D. C.
(2010) MolProbity: all-atom structure validation for macromolecular
crystallography. Acta Crystallogr. D Biol. Crystallogr. 66, 12–21

Redox-dependent Proteolysis of BMP9

NOVEMBER 7, 2014 • VOLUME 289 • NUMBER 45 JOURNAL OF BIOLOGICAL CHEMISTRY 31159

 by guest on July 22, 2015
http://w

w
w

.jbc.org/
D

ow
nloaded from

 

http://www.jbc.org/


Upton, Nicholas W. Morrell and Wei Li
Zhenquan Wei, Richard M. Salmon, Paul D.
  
9 (BMP9) by Redox-dependent Proteolysis
Regulation of Bone Morphogenetic Protein
Protein Structure and Folding:

doi: 10.1074/jbc.M114.579771 originally published online September 18, 2014
2014, 289:31150-31159.J. Biol. Chem. 

  
 10.1074/jbc.M114.579771Access the most updated version of this article at doi: 

  
.JBC Affinity SitesFind articles, minireviews, Reflections and Classics on similar topics on the 

 Alerts: 

  
 When a correction for this article is posted•  

 When this article is cited•  

 to choose from all of JBC's e-mail alertsClick here

  
 http://www.jbc.org/content/289/45/31150.full.html#ref-list-1

This article cites 52 references, 26 of which can be accessed free at

 by guest on July 22, 2015
http://w

w
w

.jbc.org/
D

ow
nloaded from

 

http://affinity.jbc.org/
http://proteinsf.jbc.org
http://sigtrans.jbc.org
http://www.jbc.org/lookup/doi/10.1074/jbc.M114.579771
http://affinity.jbc.org
http://www.jbc.org/cgi/alerts?alertType=citedby&addAlert=cited_by&cited_by_criteria_resid=jbc;289/45/31150&saveAlert=no&return-type=article&return_url=http://www.jbc.org/content/289/45/31150
http://www.jbc.org/cgi/alerts?alertType=correction&addAlert=correction&correction_criteria_value=289/45/31150&saveAlert=no&return-type=article&return_url=http://www.jbc.org/content/289/45/31150
http://www.jbc.org/cgi/alerts/etoc
http://www.jbc.org/content/289/45/31150.full.html#ref-list-1
http://www.jbc.org/

