We used R extensively to analyze data and create plots.
For manuscripts utilizing custom algorithms or software that are central to the research but not yet described in published literature, software must be made available to editors and
reviewers. We strongly encourage code deposition in a community repository (e.g. GitHub). See the Nature Research guidelines for submitting code & software for further information.
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SAMtools 1.3, http://samtools.github.io/
Bedtools v2.25.0-76-g5e7c696z, https://github.com/arq5x/bedtools2/
Variant Effect Predictor https://github.com/Ensembl/ensembl-vep
BOLT-LMM https://data.broadinstitute.org/alkesgroup/BOLT-LMM/downloads/"
IMPUTE2 v2.3.1 https://mathgen.stats.ox.ac.uk/impute/impute_v2.html
dbSNP v140; http://www.ncbi.nlm.nih.gov/SNP/
BiNGO v3.0.3 https://www.psb.ugent.be/cbd/papers/BiNGO/Download.html
Cytoscape v3.7.1 https://cytoscape.org/download.html
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- A description of any restrictions on data availability
The Icelandic population WGS data has been deposited at the European Variant Archive under accession code PRJEB15197. The authors declare that the data
supporting the findings of this study are available within the article, its Supplementary Data files and upon request. Overall meta-analysis summary statistics have
been shared at https://www.decode.com/summarydata/. The UK Biobank data can be obtained upon application (ukbiobank.ac.uk)
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Sample size

The sample sizes for each cohort correspond to all available data from Denmark (Danish Blood Donor Study), Iceland and UK (Interval Study)
where genotype data and iron homeostasis biomarkers levels were available, after quality control as specified in the Methods section.

Data exclusions

No data exclusion

Replication

Three independent cohorts from Iceland, UK and Denmark were used in this meta-GWAS. Test for heterogeneity between populations of the
effect for all variants was carried out. When rare variants were only present in one population (and no replication was available) this was
discussed specifically.

Randomization

No randomization was used.

Blinding

Not relevant for this study, as this is a GWAS meta-analysis study.
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