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Statistics
For all statistical analyses, confirm that the following items are present in the figure legend, table legend, main text, or Methods section.
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n/a Confirmed
The exact sample size (n) for each experimental group/condition, given as a discrete number and unit of measurement
A statement on whether measurements were taken from distinct samples or whether the same sample was measured repeatedly
The statistical test(s) used AND whether they are one- or two-sided
Only common tests should be described solely by name; describe more complex techniques in the Methods section.

A description of all covariates tested
A description of any assumptions or corrections, such as tests of normality and adjustment for multiple comparisons
A full description of the statistical parameters including central tendency (e.g. means) or other basic estimates (e.g. regression coefficient)
AND variation (e.g. standard deviation) or associated estimates of uncertainty (e.g. confidence intervals)
For null hypothesis testing, the test statistic (e.g. F, t, r) with confidence intervals, effect sizes, degrees of freedom and P value noted
Give P values as exact values whenever suitable.

For Bayesian analysis, information on the choice of priors and Markov chain Monte Carlo settings
For hierarchical and complex designs, identification of the appropriate level for tests and full reporting of outcomes
Estimates of effect sizes (e.g. Cohen's d, Pearson's r), indicating how they were calculated
Our web collection on statistics for biologists contains articles on many of the points above.

Software and code
Policy information about availability of computer code
Data collection

All clinical data were collected on an in-house built Electronic Case Report Form (eCRF) designed using ORACLE v11.2.0. Sample size
calculations were performed using the software package PASS version 12.0.
Diffusion-weighted images were analyzed by a board-certified radiologist in OsiriX version 9.0
In the laboratory images were visualized using Zeiss Zen 2.3 software

Data analysis

All clinical efficacy endpoints were analyzed using STATA version 13.1. Laboratory data were analyzed using PRISM (GraphPad Inc) version
8. Statistical tests are described as used.

For manuscripts utilizing custom algorithms or software that are central to the research but not yet described in published literature, software must be made available to editors/reviewers.
We strongly encourage code deposition in a community repository (e.g. GitHub). See the Nature Research guidelines for submitting code & software for further information.

Data
Policy information about availability of data
All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

'The data supporting this Article are available within the Article, Supplementary Information or available from the authors upon request.
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- Accession codes, unique identifiers, or web links for publicly available datasets
- A list of figures that have associated raw data
- A description of any restrictions on data availability
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.
Sample size

This is described in BMC Cancer. 2019 Jun 26;19(1):632. doi: 10.1186/s12885-019-5801-3.

Data exclusions

No data were excluded. Where data is not available (reduced n), the correct 'n' is mentioned in each figure.

Replication

All coefficient of variation are produced for DW-MRI, pharmacokinetic and biomarker assays. All data were reproducible with low coefficient
of variation. These are reported in respective sections. Briefly two board certified radiologist assessed DW-MRI images. Two laboratory
scientists assessed immunoflourescene images with inter-day reproducibility using standards. PTX3 assays were replicated in duplicate with
overalpping standard curves across assays conducted on different days.

Randomization

Not applicable, as it was a phase I clinical trial. In this dose finding and expansion study, randomisation was not required but allocation to a
dose level was done by a two-step adaptive Bayesian continual reassessment method .

Blinding

Not applicable for patients, as it was an open label trial. However, for pharmacokinetic, pharmacodynamic and biomarker analysis the
respective laboratories were blinded to patient dose level or outcome.
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Materials & experimental systems

Methods

n/a Involved in the study

n/a Involved in the study

Antibodies

ChIP-seq

Eukaryotic cell lines

Flow cytometry

Palaeontology

MRI-based neuroimaging

Animals and other organisms
Human research participants
Clinical data

Antibodies
Antibodies used

Listed in extended data table 11.
For immunoflourescence: Rat FABP5 (R&D Systems, MAB3077), Mouse CRABP2 (Santacruz biotechnology, sc-159411), rabbit
cytokeratin (DAKO, Z0622), Mouse a-SMA (Sigma Aldrich F3777), Rabbit IgG-488 (Thermofisher A11034), Rat IgG (Thermofisher
A11081), Mouse IgG-546 (Thermofisher A11030).
For ELISA: monclonal antibody MNB4 (Enzo Life Sciences ALX-804-464-C100). biotinylated PTX3 (Enzo life Sciences, cat.
ALX-210-365B)

Validation

Described in methods and datasheet on websites of each of the products.
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For staining of tissue sections: Organotypic sections, as previously described (Carapuca E et al, J Pathol 2016), were used for
positive and negative staining controls. Controls were uniformly negative with appropriate isotype-specific immunoglobulin at
matching dilutions. Antibody and staining scoring validation is described in Hughes et al Ann Diagno Pathol 2020.
For ELISA: Validated protocol is described in Latini, Circulation 2004.
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