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CORRECTION

Correction: Genome sequence of an Australian
kangaroo, Macropus eugenii, provides insight into
the evolution of mammalian reproduction and

development
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Correction

While compiling the article describing the genome
sequence of the tammar wallaby [1] one of the authors
was inadvertently omitted from the author list. This
author, Hardip Patel, has been included in the corrected
author list above.
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