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Validation

All data are available from the authors upon request. Source Data are provided with the online version of the paper: for Fig. 3D it is provided in Figure S2 & Figure
S3, that for Figure 3G in Figure. S4 and Figure S5, that for Figure 5D in Figure 5 & 6 in Figure S8, and that for Figure 7C & 7D in Figure S9. Untargeted metabolomics
data for Fig 1. are available on the Metabolights platform. Study submission code: MTBLS1285 and link https://www.ebi.ac.uk/metabolights/MTBLS1285

No statistical methods were used to predetermine sample size. Sample sizes were determined based on measured variations of interested

quantities.

No data were excluded from the analyses.

For all experiments n = 3 to 4 biological replicates were used. All attempts at replication were successful.

Human samples collected from subjects are randomly allocated to experimental groups.

Investigators were not blinded to sample identity - not relevant to this study and impossible to implement practically given the number of
time points / samples / conditions used, and also to ensure that batches of samples were run in on instruments at the same time (to avoid
batch effects).

Anti-Peroxiredoxin-SO3, Abcam ab16830, (Lot no GR3202756, GR305645), Anti-Rabbit IgG (whole molecule) peroxidase conjugate
Sigma A-6154 (Lot no 90K9175).

Anti-Peroxiredoxin-SO3, Abcam ab16830, (Lot no GR3202756, GR305645), Anti-Rabbit IgG (whole molecule) peroxidase conjugate
Sigma A-6154 (Lot no 90K9175). Validated in WB, IHC and tested in Mouse, Rat, Human.
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