Histone differential enrichment profile  Gene(s) References

H3K27me3 at inactive allele Ascl2, Cd81, Cdknlc, Grbl0 [1-11]
major-type, H19, Igf2, Kcnq1l,
Kcnglotl, Osbpl5, Peglo,
Phlda2, Snrpn, Tssc4

Imprinting H3K9me3 at inactive allele Air, Ascl2, Cd81, Cdknlc, Gnas [6, 9-20]
repression ExonlA, Gnasxl, Grb10 brain-

type, H19, Igf2r, Kcnglotl, Nesp,

Nespas, Pegl10, Snrpn, Zrsrl

H4K20me3 at inactive allele Air, Grb10 brain-type, Kcnglotl, [6, 11, 15,
Pegl0, Snrpn 17-20]
H3K27me3 without H3K4me3 at Grb10 major-type, Slc22a2, [10, 15]
developmentally repressed allele Slc22a3
Developmental H3K4me2/3 at developmentally Air, Grb10 brain-type, NDN, [10, 14, 21,
repression repressed allele Snrpn, Zrsrl 22]
H3K4me2 and H3K27me3 at Grb10 brain-type [19, 20]

developmentally repressed allele
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