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B cell cycle stage by cell type
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C cel cycle stage by genotype
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A

Rpl14
Rps23
Rpl36
Rpl27

Rpl37
Rps26
Rpi41
Rps29
Rps28
Rps15a
Rps27
Rpl38
Rpl36a
Rpl23
Rpl39
Rps21
Rpl2211

Cluster 3
p_val avg logFC p_val_adj
710E-118  -0.73 9.69E-115
6.79E-98  -0.78 9.27E-94
1.02E-69 -0.73 1.39E-65
2.23E-62 -0.71 3.04E-58
8.81E-93 -0.86 1.20E-88
465E-92 -0.94 6.34E-88
7.81E-83 -0.75 1.06E-78
2.24E-82 -0.94 3.06E-78
4 20E-73 -1.02 5.73E-69
1.58E-69 -0.73 2.15E-65
717E-69  -0.83 9.78E-65
5.71E-68 -0.98 7.80E-64
1.32E-67 -0.82 1.80E-63
6.51E-62 -0.71 8.89E-58
9.77E-58 -0.92 1.33E-53
4.05E-50 -0.81 5.52E-46
7.02E-44  -0.80 9.58E-40

Ribosomal Protein
Ave. Expression
201 0 41

< Rpl37
<—> Rps26
“— Rpl41
<+ Rps29
<« Rps28
<«— Rps1i5a
> Rps27
<« Rpl38
~— Rpl36a
<«— Rps23
< Rpl39
<« Rps21
<— Rpl2211

Rps17
Rpl35a
Rpl37a
Rplp2

Rps25
Rpl34

Rpl27a

Cluster 4

p_val avg_logFC p_val_adj
5.75E-140 0.77 7.84E-136
4.40E-189 0.94 6.01E-185
3.97E-193 0.89 5.42E-189
2.13E-277 1.05 2.91E-273
2.94E-229 1.10 4.01E-225
1.47E-158 0.77 2.01E-154
3.59E-210 0.85 4 90E-206
1.50E-148 0.99 2.05E-144
2.06E-116 0.77 2.81E-112
1.57E-152 0.75 2.14E-148
5.14E-182 1.06 7.01E-178
3.53E-121 0.89 4 81E-117
2.47E-92 0.84 3.37E-88
8.84E-153 0.90 1.21E-148
6.34E-128 0.82 8.66E-124
3.53E-127 0.77 4 81E-123
8.56E-126 0.75 1.17E-121
2.82E-120 0.77 3.85E-116
2.42E-113 0.74 3.31E-109
6.04E-82 0.70 8.24E-78

® Surface localised subunits
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