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- AGAMOVUS is expressed from stage 2 onwards, in a zone that extends to one or two cells from the sepal boundary (to leave space for the A function
genes in the second whorl) For images see corresponding publications
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Remarks:

There is some ambiguity regarding the early stages.In situs in Besnard et al suggest that AHP6 is switched very early during organ formation. At what
stage precisely is impossible to determine. This also seems to vary between individual meristems. pAHP6:GFP transcriptional fusion line as described in
Besnard et al
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Remarks:

No clear image found of stage 2, but ANT seems to be expressed in the bract
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Remarks:

AP1 is weakly expressed during the very early stages (urbanus et al), when the sepals start to grow out (stage 3) expression becomes rapidly weaker in
the centre. Expression in the sepals is slightly stronger adaxially. Note also expression in the future petal region in late stage 3. Contrasting results when it

comes to maintenance of expression of throughout stage 3, which likely the stage where AP1 is inactivated.
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Remarks:

Very few articles show the precise expression patterns of AP2. The patterns published by Jofuku et al seem in contradiction with those published by
Wollmann et al. when it comes to late stage 3. We note, however, that Jofuku et al do not publish consistent patterns (one figure showing labelling in the
inflorescence meristem, the other not). In addition, our results confirm a pattern which is very close or identical to the one published by Wollmann et al.
Together, the data indicate a pattern very close to that of AP1.
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Stages of flower

development with . .
top view section

future meristem
and sepals marked

Yu et al 2004

domain of about 4 cells wide at the boundary between sepal and meristem.

Goto et al 1994

Prunet et al 2017

unpublished

Note that on some images of the late stage 3, the domain of AP3 seems to cover a broader domain than recorded in the Atlas. This might be due to the
fact that the sections were not median . We have therefore chosen to base the interpretation on the 3D pattern visualized by the GFP line, covering a
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Remarks: AS1is first expressed in the cryptic bract, than in the sepal primordia. Weaker on abaxial side from late stage 3 onwards
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Maier et al 2011
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Stages of flower
development with
future meristem

Zhang et al 2011
(with permission
from Oxford
University Press)

Rozier et al 2014
(with permission
from Springer
Nature)

Lenhard and Laux
2003

top view section

and sepals marked

There is some ambiguity as to when CLV3 is activated during stage 2. The absence of label in the image coming from Maier et al might be due to the plane
of section. On the other hand the positive labeling at stage 2 described Zhang et al could also be due to the plane of section, and in fact represent and
older stage. The whole mount described by Rozier et al suggest at most a weak expression at this stage. NOTE: ORIGINAL IMAGES UNDER COPYRIGHT,
CAN BE FOUND IN CITED REFERENCES
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Very few studies provide expression data. The avalaible data indicate, that CUCs have a similar or identical expression pattern. In the very young

priordium, they could potentially be expressed on the abaxial side of the flower bud (Hibara et al), but we could not confirm this. Lateron, the two studies

and our own results indicate that the CUC genes are expressed at the periphery of the floral meristem, at the boundary. They are not detected in the

adaxial boundary region of the sepals. NOTE: ORIGINAL IMAGES UNDER COPYRIGHT, CAN BE FOUND IN CITED REFERENCES
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Stages of flower
development with
future meristem

Rozier et al

topview section Pekker et al 2005 Liu et al

unpublished

and sepals marked

There seemed to be a contradiction between the pattems published by Pekker et al (2005) and Liu et al (2014). This might be due to the plane of section. We therefore
performed in situ hybridizations and examined serial sections. This confirmed the observations of Pekker et al that ETT/ARF3 is strongly expressed in the crypric bract (cb in
the images form Pekker et al, arrow in Rozier et al.). Our data also confirmed the results by Liu et al, that ETT is strongly expressed in the floral meristem during stage 2 and 3.
Most results confirm the expression of ETT_ARF3 in the sepal primordia (sp in images from Pekker et al.). Chung et al publish an image where this is not the case (56), but
this mieht be due to the plane of section. NOTE: ORIGINAL IMAGES UNDER COPYRIGHT. CAN BE FOUND IN CITED REFERENCES
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Stages of flower

development with . . Blazquez et al. . Vachez et al
topview section Vernoux et al 2000 Karim et al 2009

future meristem 1997 unpublished

and sepals marked

LEAFY is expressed from the earliest stages onwards. It is not clear if the gene is expressed in the cryptic bract (Karim et al and Yamaguchi et al suggest
not, our own results and thoe of Blazquez et al do). Thi slight be linked to the plane of section. In most early stage 3 meristems low expression is observed
in the central part . We observed, however in a few of these meristems that LFY was still high throughout the flower. We conclude that LFY becomes

rapidly downregulated in the floral meristem proper during early stage 3. Note that this seems in contradiction with certain GFP lines (e.g. Chandler and
Werr 2017, fig 7.
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Remarks:

Results from Hardtke and Berleth suggest that MP is not expressed at the meristem surface. Results from Yamaguchi et al as well our own data indicate
that MP is expressed at the surface, albeit at somewhat lower levels. We also note a clear expression at the adaxial side of the sepal primordia from stage
3 onwards. There remains some incertainty regarding the level of expression in organ boundaries, where expression is lower in some samples.
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Remarks:

According to Emery et al (2003) very similar to PHV and REV. Note that the adaxial expression in sepals and young flower primordia is weaker. PHB is

systematically strong in floral meristems.
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Remarks: There are little data related to PHV expression. According to Emery et al: the class Il HDSummary ZIP genes REVOLUTA (REV), PHABULOSA (PHB), and

PHAVOLUTA (PHV) exhibit similar mRNA expression in apical and floral meristems Note that small area without PHV expression in the boundary between
sepal primordia and floral meristem (as PHB (Nole-Wilson and Krizek (2006), REV Otsuga et a 2001l).
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Very little references

with reliable expression patterns found.
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Remarks:

All results agree on the patterns until late stage 3. The image of Otsuga suggests expression at a narrow zone at the floral meristem and the abaxial side g




SEPALLATA1/AGL2

Initium stage

stage 1

stage 2

stage 3

stage 4

Remarks:

Stages of flower
development with

X top view section
future meristem

and sepals marked

Only one clear expression pattern found in the litterature. NOTE: ORIGINAL IMAGES UNDER COPYRIGHT, CAN BE FOUND IN CITED REFERENCE

Flanagan and Ma,
1994 (with
permission from
Springer Nature)

Flanagan and Ma,
1994 (bright field
of previous
column) with

Iermssnon
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SEPALLATA2

Initium stage

stage 1

stage 2

stage 3

stage 4

Remarks:

Stages of flower
development with
future meristem
and sepals marked

top view section Savidge et al 1995

Only one image found, that indicates that SEP2 expression is very similar if not identical to the pattern of SEP1 (see also summary of expression patterns in
Krizek and Fletcher (2005). NOTE: ORIGINAL IMAGES UNDER COPYRIGHT, CAN BE FOUND IN CITED REFERENCES
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SEPALLATA3/AGL9

Initium stage

stage 1

stage 2

stage 3

stage 4

Remarks:

Stages of flower
developme.nt with top view section Mandel et al 1998  Urbanus et al 2009 Wu et al 2012 Vachez.et al
future meristem unpublished

and sepals marked

Mandel et al (1998) propose that SEP3 is expressed throughout the stage 2 meristem. This was not confirmed by our data, nor by those of Urbanus et al
(2009), who saw a weak GFP labelling at best during stage 1/2. The image by Mandel et al (1998) could be a cross section through a stage 3 as well.
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SHOOTMERISTEMLESS

Maier et al 2011
(Creative
Commons

Attribution licence

Stages of flower
development with
future meristem

Landrein et al
2015

Long and Barton,
2000

topview section

and sepals marked

References

Initium stage
stage 1
> { VN
ATV,
stage 2 @ ¥
‘\ ”
stage 3
stage 4
Remarks: In particular the study by Barton and Long is very detailed. According to the serial sections (not reproduced here), STM reactivates during stage 1 (labelled

5 on the figure) in the future meristem and not in the cryptic bract. The reactivation at this stage is also confirmed by the GFP line used by Landrein et al.
The gene is also clearly not expressed in the future sepal primordia at early stage 3. STM is not active in the lateral sepals, even before they grow out and
AHP6 is active. NOTE: ORIGINAL IMAGES UNDER COPYRIGHT, CAN BE FOUND IN CITED REFERENCES
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SUPERMAN

Initium stage

stage 1

stage 2

stage 3

stage 4

Remarks:

Stages of flower
development with

. top view section itoh et al 2003 Prunet et al 2017
future meristem

and sepals marked

The publication by Ito et al (2003) described an expression pattern somehwere between the third and fourth whorl. The line made by Prunet al shows a
partial overlap between AP3-GFP (green)and SUP-VENUS N7 (red). NOTE: ORIGINAL IMAGES UNDER COPYRIGHT, CAN BE FOUND IN CITED REFERENCES
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Short Vegetative Phase

Stages with

approx. zones of
future meristem
(green) and sepals
(yellow) marked

Initium stage

stage 1

stage 2

stage 3

stage 4

SVP top view

SVP section

Hartmann et al

2000 (with Liu et al 2007
permission from Liu et al 2013 (reproduced with
John Wiley and permission)

Sons)

References

Remarks: SVP is expressed during the early stages of flower development a
IMAGES UNDER COPYRIGHT, CAN BE FOUND IN CITED REFERENCES

nd then gradually fades, remaining in the bract domain until stage 2. NOTE: ORIGINAL
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WUSCHEL

Initium stage

stage 1

stage 2

stage 3

stage 4

Remarks:

Stages of flower Rozier et al (2014)

development with . . . (with permission Mayer et et al Lenhard et al
future meristem top view section Maier et al (2011) from Springer (1998) (2001)
and sepals marked Nature)

In the flower the expression of WUS is limited to the L3. The gene is activated during stage 1 : note relatively weak expression in images from Rozier et al.
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