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Figure 3

A

(@)
-
o
i

mm Normoxia
== Hypoxia

Kk

T

% apoptotic HPAEC
(AnV+/PI-)
3

0-

NP+a1AT

HP+a1AT

L]
neutrophil Control

supernatant

PAF&fMLP

vy
-
(=
o
1

% cell detachment

O
N
g

-
0
1

1.0

Fold change in
cell survival (MTT)

0.54

(=2}
o
1

(2}
o
1

40

S il 1§

neutrophil  Control
supernatant

mm Normoxia

== Hypoxia * ek

T

PAF&fMLP PAF&fMLP
+a1AT

Control
+a1AT

mm Normoxia
= Hypoxia

Fkkk

*k%k
%%

0.0-
neutrophil

supernatant

Control PAF&fMLP PAF&fMLP

+a1AT



Figure 4
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Figure 5
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Figure 6
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Figure 7
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Table 1

Accession Description Adj. p FC Location
value
Q5TCUS8 Tropomyosin beta chain 0.001 11.855 | CYT
P10599 Thioredoxin 0.017 3.909 | CYT
E7EX29 14-3-3 protein zeta/delta 0.015 3.844 | SIG
P52566 Rho GDP-dissociation inhibitor 2 0.004 3.802 | CYT
P08670 Vimentin 0.006 3.766 | CYT
000299 Chloride intracellular channel protein | 0.030 2918 |?
1
P11021 78 kDa glucose-regulated protein 0.009 2873 | CYT
E9PK25 Cofilin-1 0.023 2.753 | CYT
E7EMB3 Calmodulin 0.026 2488 | ?
P62993 Growth factor receptor-bound protein | 0.004 2478 | CYT
2
P20700 Lamin-B1 0.004 2.435 | NUC
Q32Mz4 Leucine-rich repeat flightless- 0.004 2.337 | NUC/
interacting protein 1 CYT
P06737 Glycogen phosphorylase, liver form 0.025 2.217 | ?
P32942 Intercellular adhesion molecule 3 0.015 2.149 |SIG
Q9Y490 Talin-1 0.015 2.116 | SIG
015144 Actin-related protein 2/3 complex 0.031 2.086 | CYT
subunit 2
P06702 Protein S100-A9 0.013 2.084 | CYT
P52209 6-phosphogluconate dehydrogenase, | 0.013 1.950 |CYT
decarboxylating
P26038 Moesin 0.019 1.878 |S
P33241 Leukocyte-specific protein 1 0.013 1.878 | SIG
P18206 Vinculin 0.015 1.816 | CYT
P30740 Leukocyte elastase inhibitor 0.006 1.813 | A
Q96C19 EF-hand domain-containing protein 0.027 1.794 | ?
D2
A6NIZ1 Ras-related protein Rap-1b-like 0.009 1.749 | SV
protein
P35579 Myosin-9 0.012 1.631 | CYT
Q29963 HLA class | histocompatibility antigen, | 0.039 1.627 | PM
Cw-6 alpha chain
P61247 40S ribosomal protein S3a 0.028 1528 |?
P02042 Hemoglobin subunit delta 0.049 1492 |7
E7EQR4 Ezrin 0.023 1.473 |7
P08133 Annexin A6 0.035 1458 |?
P31146 Coronin-1A 0.034 1.451 | SIG
Q15907 Ras-related protein Rab-11B 0.015 1.447 |G
P46781 40S ribosomal protein S9 0.044 1438 | CYT
P46940 Ras GTPase-activating-like protein 0.049 1411 |G
IQGAP1
P39687 Acidic leucine-rich nuclear 0.043 1.358 |?

phosphoprotein 32 family member A




Table 2

Accession | Description Adj. p FC Location
value

P62805 Histone H4 0.004 3.587 | NUC

P05164 Myeloperoxidase 0.006 3.107 | A

AG6NCA48 ADP-ribosyl cyclase/cyclic ADP- 0.025 2.468 | SV
ribose hydrolase 2

075083 WD repeat-containing protein 1 0.029 2.382 | CYT

Q92820 Gamma-glutamyl hydrolase 0.020 2143 | S

P02788 Lactotransferrin 0.033 2136 | S

A5A3EQ POTE ankyrin domain family 0.015 2.074 | CYT
member F

QO0VD83 Apolipoprotein B receptor 0.025 1.993 | S/G

P10124 Serglycin 0.012 1.904 | CYT

Q9HD89 Resistin 0.004 1.898 | A/S

P0O7737 Profilin-1 0.015 1.890 | CYT

AOA087WX | Folate receptor gamma 0.029 1.877 |S

L1

P11215 Integrin alpha-M 0.004 1872 |S

P16035 Metalloproteinase inhibitor 2 0.034 1.853 |G

X6R8F3 Neutrophil gelatinase-associated 0.004 1.842 |S
lipocalin

VIGYMS3 Apolipoprotein A-I 0.049 1.769 |?

G3v3Dl1 Epididymal secretory protein E1 0.007 1.765 | A

P10153 Non-secretory ribonuclease 0.029 1.650 |[~?

P04217 Alpha-1B-glycoprotein 0.015 1.594 |?

P05107 Integrin beta-2 0.018 1580 |G

P01024 Complement C3 0.032 1556 |?

P20061 Transcobalamin-1 0.042 1492 |S

P78324 Tyrosine-protein phosphatase non- | 0.018 1.449 | SV
receptor type substrate 1

J3KNB4 Cathelicidin antimicrobial peptide 0.039 1.446 | SIG

P62937 Peptidyl-prolyl cis-trans isomerase | 0.035 1.438 | CYT
A/Cyclophilin A

P30086 Phosphatidylethanolamine-binding | 0.049 1.406 |?
protein 1

AOA075B6 | Ig kappa chain C region 0.030 1.358 |?

H6

AOA075B6 | Ig lambda-2 chain C regions 0.049 1.305 |~?

K9




