Figure 1 Associations between 19 SNPs and colorectal cancer risk.
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B) SNP-CRC association in CORECT
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C) SNP-CRC association in GECCO & CORECT combined
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m Odds ratios are the estimated associations between SNPs (per risk allele increase) and CRC risk.
- 95% confidence intervals of corresponding odds ratios.



Figure 2 Scatter plots of SNP-CRP and SNP-CRC associations for 19 SNPs.
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