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Database for Protein-Protein Interactions
(DAPPER) v0.1

Enter CG number: | CG10722

Browse DB >>

DAPPER is an integrative database for proteomics data obtained from affinity purification of
protein complexes analysed by mass spectrometry. DAPPER has been developed to analyse
protein-protein interactions in Drosophila melanogaster and is extendable to other organisms.

To browse the data please use Martview.
For general queries and uploading data, please contact us on: dapper [at] gen.cam.ac.uk
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Dataset

Mass Spec
Filters
Limit to protein accession/s [e.g
CG1524] : [ID-list specified]
Attributes

Experiment id
Protein accession
Peptide count
Protein score
Protein mass
Flybase Gene ID
Flybase Gene Name
Bait name

Dataset
[None Selected]

Export all results to File s | Tsv :
Unique results only m

Email notification to

View 10 +|rOWS as | HTmL : Unique results only

Experiment| Protein Peptide | Protein | Protein Flybase Flybase :
X . Bait name
id accession count score mass Gene ID Gene Name

12 CG10722 580 18965 68655 EBgn0032848 | nesd Nesd

2 CG10722 6 497 68655 EBgn0032848 | nesd Cdc27

57 CG10722 5 135 68655 EBgn0032848 | nesd NONE

226 CG10722 1 106 68655 EBgn0032848 | CG10722 Rad23

28 CG10722 1 86 68655 FBgn0032848 | nesd Nuf2

30 CG10722 1 61 68655 EBgn0032848 | nesd Spc24/HDC12388
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Mass Spec
Filters
[None selected]
Attributes
Experiment id
Protein accession
Peptide count
Protein score
Protein mass
Flybase Gene ID
Flybase Gene Name
Bait name

Dataset
[None Selected]

Mass Spec

blomart version 0.7
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Please restrict your query using criteria below

Dataset

Mass Spec = Protein Features
Filters
Limit to Experiment id/s : [ID-
list specified]
Attributes
Experiment id
Protein accession Limit to protein accession/s [e.g CG1524]
Peptide count
Protein score

Limit to Experiment id/s 12

Choose File  No file chosen

Protein mass Choose File ' No file chogén
Flybase Gene ID i : :
Flybase Gene Name Limit to protein accession/s (secondary) [e.g
Bait name CG1524-PA]
Choose File No file chosen
Dataset
[None Selected] Peptide count

Hit number
Protein score
Protein mass
Protein matches

Protein coverage

blomart version 0.7
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[None Selected]

Dataset Export all results to File s [ Tsv s
Mass Spec Unique results only m
Filters Email notification to
Is.ggi;izglxpenment id/s : [ID-list View 10 +|rowsas | HtmL : Unique results only
Attributes Experiment Protein Peptide Protein Protein Flybase Flybase Gene Bait
. . id accession count score mass Gene ID Name name
Experimentid 12 CG10722 590 18965 68655 FBgn0032848 | nesd Nesd
Protein accession 12 CG1258 180 6174 101118 FBgn0011692 | pav Nesd
Peptide count 12 CG13345 156 4014 70574 FBgn0086356 | tum Nesd
Protein score 12 CG31196 23 689 29951 FBgn0020238 | 14-3-3epsilon | Nesd
Protein mass 12 CG17870 19 642 28324 FBgn0004907 | 14-3-3zeta Nesd
Flybase Gene ID 12 CG17870 18 542 28379 FBgn0004907 | 14-3-3zeta Nesd
Flybase Gene Name 12 CG3195 6 384 17891 FBgn0034968 | RpL12 Nesd
Bait name 12 CG4264 9 299 71372 FBgn0001219 | Hsc70-4 Nesd
12 CG14637 7 273 70014 FBgn0015331 | abs Nesd
12 CG4147 6 270 72330 FBgn0001218 | Hsc70-3 Nesd
Dataset

blomart version 0.7
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I MartView

Dataset Export all results to File s | TSv :
Mass Spec Unique results only m
Filters Email notification to
L|m|t_tp Experiment id/s : [ID-lisy View v 10 rows as | HTML 8 Unique results only
specified]
Attributes Experiment Protein %de Protein Protein Flybase Flybase Gene Bait
i . id accessiol 100 int score mass Gene ID Name name
Experimentid 12 CG10722 | o0 18965 | 68655 | FBgn0032848 | nesd Nesd
Protein accession 12 CG1258 200 6174 101118 FBgn0011692 | pav Nesd
Peptide count 12 CG13345 Al 4014 70574 FBgn0086356 | tum Nesd
Protein score 12 CG31196 23 689 29951 FBgn0020238 | 14-3-3epsilon | Nesd
Protein mass 12 CG17870 19 642 28324 FBgn0004907 | 14-3-3zeta Nesd
Flybase Gene ID 12 CG17870 18 542 28379 FBgn0004907 | 14-3-3zeta Nesd
Flybase Gene Name 12 CG3195 6 384 17891 FBgn0034968 | RpL12 Nesd
Bait name 12 CG4264 9 299 71372 FBgn0001219 | Hsc70-4 Nesd
12 CG14637 7 273 70014 FBgn0015331 | abs Nesd
12 CG4147 6 270 72330 FBgn0001218 | Hsc70-3 Nesd
Dataset
[None Selected]

blomart version 0.7
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Dataset - CHOOSE ADDITIONAL DATASET -

Mass Spec
Filters
Limit to Experiment id/s : [ID-list
specified]
Attributes
Experiment id
Protein accession
Peptide count
Protein score
Protein mass
Flybase Gene ID
Flybase Gene Name
Bait name

Dataset
[None Selected]

blomart version 0.7
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Dataset [ENSEMBL GENES 75 (SANGER - UK)] Drosophila melanogaster genes (BDGPS) +

Mass Spec
Filters
Limit to Experiment id/s : [ID-list
specified]
Attributes
Experiment id
Protein accession
Peptide count
Protein score
Protein mass
Flybase Gene ID
Flybase Gene Name
Bait name

Dataset

Drosophila melanogaster genes
(BDGP5)

Filters

[None selected]
Attributes

GO Term Name

GOSIlim GOA Description
FlyBaseName gene
Interpro Description

blomart version 0.7
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Dataset
Mass Spec
Filters
Limit to Experimentid/s : [ID-
list specified]
Attributes

Experiment id
Protein accession
Peptide count
Protein score
Protein mass
Flybase Gene ID
Flybase Gene Name
Bait name

Dataset

Drosophila melanogaster
genes (BDGP5)

Filters
[None selected]
Attributes

GO Term Name
GOSIlim GOA Description
FlyBaseName gene

Export all results to File s [ TSv : | & Unique results
o o o

Email notification to

View 20 : | rOWS as | HTML : | & Unique results only

Experiment | Protein | Peptide | Protein | Protein Flybase Fg:::e Bait GO Term Name

id accession | count | score | mass Gene ID Name |M@me

ubiquitin-dependent protein catabolic
protein modification

12 CG2960 |2 68 15005 |FBgn0003941 | Rpl40 | Nesd | Processtranslationribosome,cytosc
ribosomal subunit,microtubule assot
complex,lipid particle,structural cons
ribosome,protein binding
mitotic spindle elongation,centroson
duplication, mitotic spindle

12 CG4897 2 69 29591 | EBgn0005593 | RpL7 Nesd | organization,translation,pupariation,r
large ribosomal subunit,structural cc
ribosome,mRNA binding,rRNA bindii
DNA replication,mitochondrial genor

12 CG4337 1 91 16357 | FBgn0010438 [ mtSSB Nesd | maintenance, mitochondrion,mitochc
chromosome,single-stranded DNA b
translation,ribosomal large subunit

12 CG17489 |5 95 34244 |FBgn0064225 |Rpls | Nesd |2Ssembly.ribosome,cytosolic large t

subunit,intracellular,protein binding,<
constituent of ribosome,5S rRNA bit

blomart version 0.7
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Dataset
Mass Spec

Bait accession number :
CG4274

Attributes

Experiment id
Protein accession
Peptide count
Protein score
Protein mass
Flybase Gene ID
Flybase Gene Name
Bait name

Dataset
[None Selected]

Organism
Date of experiment
First name
Last name
Source
Promoter for cells
Mass spec facility
Bait name

& Bait accession number
Bait full length
Bait exp domain start

Bait exp domain end

Drosophila melanogaster =

Cells =

Constitutive =

CG4a274

Yes =

blomart version 0.7
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DAPPER

Mass Spec
Filters [ENSEMBL GENES 75 (SANGER - UK)] Drosophila melanogaster genes (BDGP5) =

Bait accession number :
CG4274

Attributes

Experiment id
Protein accession
Peptide count
Protein score
Protein mass
Flybase Gene ID
Flybase Gene Name
Bait name

Drosophila melanogaster
genes (BDGP5)

Filters

[None selected]
Attributes

GO Term Name

GOSIlim GOA Description
FlyBaseName gene
Interpro Description

blomart version 0.7
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DAPPER

Mass Spec Please restrict your query using criteria below
Filters
Bait accession number : REGION:
CG4274 GENE:
Attributes

. . TRANSCRIPT EVENT:
Experiment id

Protein accession B GENE ONTOLOGY:
Peptide count GO Evidence code BA |
Protein score IC
Protein mass IDA
Flybase Gene ID :E’;‘
Flybase Gene Name
Bait name GO Term Accession (e.g. GO:0050789)
[Max 500 advised]
Dataset
Drosophila melanogaster Choose File | No file chosen

genes (BDGPS5)

® GO Term Name [e.g. regulation of kinetochore
biological process]

GO Term Name [e.g.

regulation of biological MULTI SPECIES COMPARISONS:
process] : kinetochore

Attributes PROTEIN DOMAINS AND FAMILIES:
GO Term Name VARIATION:

GOSIlim GOA Description

blomart version 0.7
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DAPPER

Dalaset Export all results to File B v B @ Unique results only
Mass Spec Email notification to
Filters
Bait accession number : View 20 [Jrowsas SORT HTML B @ Unique results only
CG4274
Attributes Experiment Protein Peptide | Protein | Protein Flybase Flybase Gene | Bait GO Term Name
. " id accession count score mass Gene ID Name name
Experimentid 6 CGaz74 105 6227 |57502 | EBgn0001086 | fzy Fzy | kinetochore
PFO“?"' accession 143 CG4274 114 6197 57502 | FBgn0001086 | fzy Fzy kinetochore
Peptide count 139 CGa274 113 6170 57502 | EBgn0001086 | fzy Fzy | kinetochore
Protein score 145 CG4274 120 5904 57502 Fz kinetochore
y
Protein mass 142 CG4274 70 3677 57502 FBgn0001086 | fzy Fzy kinetochore
Flybase Gene ID 141 CG4274 74 3407 57502 FBgn0001086 | fzy Fzy kinetochore
Flybase Gene Name 140 CG4274 62 3040 57502 FBgn0001086 | fzy Fzy kinetochore
Bait name condensed chromosome outer
6 CG7838 60 2827 166382 | EBgn0263855 | BubR1 Fzy Kinetochore,kinetochore
144 CG4274 66 2775 57502 FBgn0001086 | fzy Fzy kinetochore
Dataset 34 / 15682 Genes 7 CG4274 36 2123 57502 FBgn0001086 | fzy Fzy kinetochore
: 6 CG7581 21 1515 37791 FBgn0025457 | Bub3 Fzy kinetochore
?égsgggila melanogaster genes 126 CG4274 31 1474 57502 | FBgn0001086 | fzy Fzy kinetochore
60 CG4274 33 1371 57502 EBgn0001086 | fzy Fzy kinetochore
Filters 146 CGa274 22 1088 57502 | FBGn0001086 | fzy Fzy | kinetochore
GO Term Name [e.qg. 130 CG4274 19 937 57502 Fz kinetochore
g y
regulation of biological cG7838 BubR1 condensed chromosome outer
process] : kinetochore 1% '° %2 166382 | FAgn0263853 Fzy kinetochore, kinetochore
Attributes 146 CG11451 |12 750 224107 | EBgn0037025 | Spc105R Fzy Ei‘;‘r‘e‘:ggsg:’e""’°m°5°me outer
GO Term Name 130 caz83s 10 506 166382 | EBgn0263855 | BubR1 Fzy kinetochore,condensed chromosome

biomart version 0.7
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DAPPER
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Please restrict your query using criteria below
Dataset y query 9

Mass Spec @ Protein Features

_ ™ Limit to Experiment id/s 150

Limit to Experiment id/s : [ID-list 186
specified]
Attributes
Experiment id
Protein accession Limit to protein accession/s [e.g
Peptide count CG1524]

Protein score
Protein mass
Flybase Gene ID Choose File | No file chosen

Flybase Gene Name - . .
B Limit to protein accession/s (secondary)

[e.g CG1524-PA]

Choose File | No file chosen

Dataset
[None Selected]

Choose File | No file chosen

Peptide count
Hit number

Protein score

blomart version 0.7
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DAPPER

| MartView

Dataset Export all results to File $| [ Tsv s ™
Mass Spec Unique results ¢ HT™ML
TSV
Filters Email notification to SORT_HTML
Limit to Experiment id/s : [ID-lis{ - SOR S :
specified] P [ View 10 :|rows agESZCIGITE » Unique results only
p - - - INTERSECTION_TSV -
Attributes Expe.rlment Prote!n Peptide INTERSECTION_PRIME_HTML 2 Flybase Gene Bait
Experiment id id accession count INTERSECTION_PRIME_TSV p) Name name
p 186 CG1782 4 15 143 | Ubat BubR1
P - - DISTINCT_HTML
rotein accession 150 CG1782 3 92  DISTINCT TSV 143 | Ubat Polo
Peptide count 186 CG2960 1 63 50D EBgNULY3941 | RpL40 BubR1
Protein score 150 CG2960 1 47 15005 FBgn0003941 | RpL40 Polo
Protein mass 186 CG4897 2 109 29591 FBgn0005593 | RpL7 BubR1
Flybase Gene ID 150 CG4897 7 305 29591 FBgn0005593 | RpL7 Polo
Flybase Gene Name 186 CG7660 3 270 91565 FBgn0038538 | pxt BubR1
Bait name 150 CG7660 3 117 91565 FBgn0261987 | Pxt Polo
186 CG1524 1 57 16312 FBgn0004403 | RpS14a BubR1
150 CG1524 1 53 16312 FBgn0004403 | RpS14a Polo
Dataset
[None Selected]

blomart version 0.7
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Export all results to

File

“

TSV

Dataset - :
Mass Spec Unique results only m
Filters Email notification to
:;n;gi;i(:j]xpenment Lol 2ald View 20 4| FOWS as | INTERSECTION_HTML : | & Unique results only
Attributes Experiment Protein Peptide Protein Protein Flybase Flybase Gene | Bait
. . id accession count score mass Gene ID Name name
Experimentid 186 CG1782 4 158 131988 [ FBgn0023143 [ Ubat BubR1
Protein accession 150 CG1782 3 92 131988 FBgn0023143 | Ubat Polo
Peptide count 186 CG2960 1 63 15005 FBgn0003941 | RpL40 BubR1
Protein score 150 CG2960 1 47 15005 FBgn0003941 | RplL40 Polo
Protein mass 186 CG4897 2 109 29591 FBgn0005593 | RpL7 BubR1
Flybase Gene ID 150 CG4897 7 305 29591 FBgn0005593 | RpL7 Polo
Flybase Gene Name 186 CG7660 3 270 91565 FBgn0038538 | pxt BubR1
Bait name 150 CG7660 3 117 91565 FBan0261987 | Pxt Polo
186 CG1524 1 57 16312 FBgn0004403 | RpS14a BubR1
150 CG1524 1 53 16312 FBgn0004403 | RpS14a Polo
Dataset 186 CG17291 5 304 66067 FBgn0260439 | Pp2A-298 BubR1
[None Selected] 150 CG17291 6 285 66067 FBgn0260439 | Pp2A-298 Polo
186 CG5920 1 38 29110 FBgn0004867 | sop BubR1
150 CG5920 1 97 29110 FBgn0004867 | RpS2 Polo
186 CG4916 6 227 52539 FBgn0004419 | me31B BubR1
150 CG4916 3 135 52539 FBgn0004419 | me31B Polo
186 CG7471 1 135 58807 FBgn0015805 | Rpd3 BubR1
150 CG7471 1 129 58807 FBgn0015805 | Rpd3 Polo
400 lalpV 1-T-3] 4 AN ATNOR EQAnnNNONN4N | DAL 2 = N=L]
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